
logo MYIQNSLAELTSYRNYDEHATELQFDENKVNVI
MIGENAQGKTNLMEAIYVLSMAKSHRTSNDKEL IRWDKQDYAKI EGRVI

MKKQNGAP I
LPMQL

NTDB id 134018 QR42 RS00020 WP 024424075.1 MYIQSLALTSYRNYEHTELQFDNKVNVMIGENAQGKTNLMEAIYVLSMAKSHRTSNDKELIRWDQDYAKIEGRVIKKNGPLPMQL 85
NTDB id 353 BSU 00040 NP 387885.1 MYIQNLELTSYRNYDHAELQFENKVNVIIGENAQGKTNLMEAIYVLSMAKSHRTSNDKELIRWDKDYAKIEGRVMKQNGAIPMQL 85
consensus !!!! ! !!!!!!!*! !!!!*!!!!!*!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!! !!!!!!!!!*! !!**!!!!

logo VI SKKGKKGKVNHI EQQKLSHQYVGALNTIMFAPEDLNSLVKGSPQI
VRRRFLDME IGQVSAPVYLHDLSLYQKI LSQRNHFYLKQLQTR

NTDB id 134018 QR42 RS00020 WP 024424075.1 VISKKGKKGKVNHIEQQKLSHYVGALNTIMFAPEDLSLVKGSPQIRRRFLDMEIGQVSAVYLHDLSLYQKILSQRNHYLKQLQTR 170
NTDB id 353 BSU 00040 NP 387885.1 VISKKGKKGKVNHIEQQKLSQYVGALNTIMFAPEDLNLVKGSPQVRRRFLDMEIGQVSPVYLHDLSLYQKILSQRNHFLKQLQTR 170
consensus !!!!!!!!!!!!!!!!!!!!*!!!!!!!!!!!!!!! !!!!!!!*!!!!!!!!!!!!!*!!!!!!!!!!!!!!!!!!*!!!!!!!

logo KQTDQRATMLDE I
VLTDEQL IVDEAVAAKVVKVKRRLQTFTAKQLEKWAQP I

LHAFGI SREGLEETLTLKQYHQTAI
L
D
EVSDEAPLSDLSKIGKDNSYEQEASFQSKLREKRE

NTDB id 134018 QR42 RS00020 WP 024424075.1 KQTDQAMLEILTEQLIDAAAKVVKRRLTFTKQLEKWAQPLHFGISRELETLTLQYQTAIEVSEASDLSKIKNSYEESFQKLRERE 255
NTDB id 353 BSU 00040 NP 387885.1 KQTDRTMLDVLTDQLVEVAAKVVVKRLQFTAQLEKWAQPIHAGISRGLEELTLKYHTALDVSDPLDLSKIGDSYQEAFSKLREKE 255
consensus !!!! !!**!!*!!** !!!!! *!! !! !!!!!!!!*! !!!! !! !!! !*!!**!!** !!!!! !! ! ! !!!!*!

logo IDERGVTLSWGPHRDDLVLFFYVNGRDVQTYGSQGQQRTTALSLKLAE IDL IHEE IGEYP I LLLDDVLSELDDYRQSHLLHTIQGRVQT
NTDB id 134018 QR42 RS00020 WP 024424075.1 IDRGVTLWGPHRDDLLFFVNGRDVQTYGSQGQQRTTALSLKLAEIDLIHEEIGEYPILLLDDVLSELDDYRQSHLLHTIQGRVQT 340
NTDB id 353 BSU 00040 NP 387885.1 IERGVTLSGPHRDDVLFYVNGRDVQTYGSQGQQRTTALSLKLAEIDLIHEEIGEYPILLLDDVLSELDDYRQSHLLHTIQGRVQT 340
consensus !*!!!!! !!!!!!*!!*!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!

logo FVTTTSVDEGIDHAETLKREQAEGI
MFRVAQNSGAKLVI

V
D
K

NTDB id 134018 QR42 RS00020 WP 024424075.1 FVTTTSVEGIDHATLKEAEIFRVASGKVID 370
NTDB id 353 BSU 00040 NP 387885.1 FVTTTSVDGIDHETLRQAGMFRVQNGALVK 370
consensus !!!!!!!*!!!! !!* ! *!!! ! **

X non conserved

X similar

X ≥ 50% conserved


