
logo MMKTSGVI SPSSSAI
VGEQKINEWYMRYIRRTFS IVPDAEYVLRKRAE IKQQELDKQHMEQEHDQSDNLHLLYYSLMEFRHNQLMLEDYLEPLEKMLRNI EEDQPRSLSDEL

NTDB id 133840 QX56 RS02120 WP 003246686.1 MKSGVIPSSAVGQKINEWYRYIRTFSVPDAEVLKAEIQQELKHMQHDSNLLLYYSLMEFRHQLMLDYLEPLEKLNIEDQPSLSEL 85
NTDB id 126 BSU 03770 NP 388259.1 MKSGVIPSSAVGQKINEWYRYIRTFSVPDAEVLKAEIQQELKHMQHDSNLLLYYSLMEFRHQLMLDYLEPLEKLNIEDQPSLSEL 85
NTDB id 128 BSU 37460 NP 391626.1 .MTGVISSSSIGEKINEWYMYIRRFSIPDAEYLRREIKQELDQMEEDQDLHLYYSLMEFRHNLMLEYLEPLEKMRIEEQPRLSDL 84
consensus ***!!!*!!**!*!!!!!!*!!!*!!*!!!!*!**!!*!!!**!**!**!*!!!!!!!!!!*!!!*!!!!!!!**!!*!!*!!*!

logo

L
S
L
R
E
NIDKSKNQARDLTKGLLEDYYFVNFFRGMYELFDQKREYFLI SA IKTFYFYKKQAESKKL ISFVKADRHI EKRAEFFYFKMI SAESAYYYMKQTYFSMLDIYNAIRKQNAYE

NTDB id 133840 QX56 RS02120 WP 003246686.1 SRNIDSNQADLKGLLDYYVNFFRGMYEFDKREFISAITYYKQAEKKLSFVADHIERAEFYFKIAEAYYYMKQTYFSLINIKNAYE 170
NTDB id 126 BSU 03770 NP 388259.1 SRNIDSNQADLKGLLDYYVNFFRGMYEFDKREFISAITYYKQAEKKLSFVADHIERAEFYFKIAEAYYYMKQTYFSLINIKNAYE 170
NTDB id 128 BSU 37460 NP 391626.1 LLEIDKKQARLTGLLEYYFNFFRGMYELDQREYLSAIKFFKKAESKLIFVKDRIEKAEFFFKMSESYYYMKQTYFSMDYARQAYE 169
consensus ***!!**!!*!*!!!*!!*!!!!!!!!*!*!!**!!!***!*!!*!!*!!*!*!!*!!!*!!**!*!!!!!!!!!!******!!!

logo IYKVEHQEATYNI
VRLI LIQCHSFLVFAGTVNFLLMDLEKRQNYFEDQAI
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NTDB id 133840 QX56 RS02120 WP 003246686.1 IYVEQETYNVRIIQCHFVFGVNLMDERNFEQAARHFKLALNMAQAEQKAQLVGRAYYNLGLCYYNQDLLDPAIDYFEKAVSTFES 255
NTDB id 126 BSU 03770 NP 388259.1 IYVEQETYNVRIIQCHFVFGVNLMDERNFEQAARHFKLALNMAQAEQKAQLVGRAYYNLGLCYYNQDLLDPAIDYFEKAVSTFES 255
NTDB id 128 BSU 37460 NP 391626.1 IYKEHEAYNIRLLQCHSLFATNFLDLKQYEDAISHFQKAYSMAEAEKQPQLMGRTLYNIGLCKNSQSQYEDAIPYFKRAIAVFEE 254
consensus !!*!*!*!!*!**!!!**!**!**!****!*!**!!**!**!!*!!***!!*!!**!!*!!!***!*****!!*!!**!***!!*

logo SNR I LVPNSLPQAYFL ITQL IHYYKLQGKI
HDKAHSEYHSKKRGMYAEYSAQKKEATGDDVAI

DYLASVEKFEFLKQSLYLSDGQPDNEEAGIQEGRFCFDQFYLEKSNKMNLMYADLI EDFL
NTDB id 133840 QX56 RS02120 WP 003246686.1 SRIVNSLPQAYFLITLIYYKQGKHDKASEYHKRGYEYAKETDDADYAVKFEFLQSLYLDQPNEEGIERCFQYLKNKNMYADIEDL 340
NTDB id 126 BSU 03770 NP 388259.1 SRIVNSLPQAYFLITLIYYKQGKHDKASEYHKRGYEYAKETDDADYAVKFEFLQSLYLDQPNEEGIERCFQYLKNKNMYADIEDL 340
NTDB id 128 BSU 37460 NP 391626.1 SNILPSLPQAYFLITQIHYKLGKIDKAHEYHSKGMAYSQKAGDVIYLSEFEFLKSLYLSGPDEEAIQGFFDFLESKMLYADLEDF 339
consensus !*!**!!!!!!!!!!*!*!!*!!*!!!*!!!**!**!*****!**!***!!!!*!!!!**!*!!*!***!**!**!**!!!*!!*

logo AI
L
D
EVAKYYHYERQKNWFQKKLASSAASYFLKQVEQEVARQKLQIQGRGSVESGLYE I EVI

NTDB id 133840 QX56 RS02120 WP 003246686.1 ALEVAKYYYEQKWFKLSASYFLQVEEARKQIQRSEGLYEIEI 382
NTDB id 126 BSU 03770 NP 388259.1 ALEVAKYYYEQKWFKLSASYFLQVEEARKQIQRSEGLYEIEI 382
NTDB id 128 BSU 37460 NP 391626.1 AIDVAKYYHERKNFQKASAYFLKVEQVRQLIQGGVSLYEIEV 381
consensus !**!!!!!*!*!*!*****!!!*!!**!**!!****!!!!!*
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