
logo MKNL IKKFTIAVIVLS I LY I SYTTYI SMNGI I IGTKIHKNDKSQFMIEE I SESSYGQFVGLRQGDI I LKINKEKPSDKHLKWGYL
NTDB id 133813 QU35 RS16460 WP 003242894.1 MKNLIKKFTIAVIVLSILYISYTTYISMNGIIIGTKIHKNDKSQFMIEEISESSYGQFVGLRQGDIILKINKEKPSDKHLKWGYL 85
NTDB id 91 BSU 31690 NP 391047.2 MKNLIKKFTIAVIVLSILYISYTTYISMNGIIIGTKIHKNDKSQFMIEEISESSYGQFVGLRQGDIILKINKEKPSDKHLKWGYL 85
consensus !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!

logo SHINSLDI LRSGKKIHLKDFDLVTLNRPYSFFLFVLPLFFYFLS I IC I FY I LKVNKKRRSFAAYI L I LLLLDI S IAY I SAGGPFR
NTDB id 133813 QU35 RS16460 WP 003242894.1 SHINSLDILRSGKKIHLKDFDLVTLNRPYSFFLFVLPLFFYFLSIICIFYILKVNKKRRSFAAYILILLLLDISIAYISAGGPFR 170
NTDB id 91 BSU 31690 NP 391047.2 SHINSLDILRSGKKIHLKDFDLVTLNRPYSFFLFVLPLFFYFLSIICIFYILKVNKKRRSFAAYILILLLLDISIAYISAGGPFR 170
consensus !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!

logo GHI INRYINLFTF I SSP I LYLQF IQRYLGE IGKTFLNR I SFLYI IP I FNLGI EFFQDYLQVDIDFLATLNLVSFATLTLFSFSAI
NTDB id 133813 QU35 RS16460 WP 003242894.1 GHIINRYINLFTFISSPILYLQFIQRYLGEIGKTFLNRISFLYIIPIFNLGIEFFQDYLQVDIDFLATLNLVSFATLTLFSFSAI 255
NTDB id 91 BSU 31690 NP 391047.2 GHIINRYINLFTFISSPILYLQFIQRYLGEIGKTFLNRISFLYIIPIFNLGIEFFQDYLQVDIDFLATLNLVSFATLTLFSFSAI 255
consensus !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!

logo YLHLNKYKYAEHSF I LKLL I LTNTLSFAPFL I FFVLP I I FTGNYI FPALASASLLVL IPFGLVYQFVANKMFDI EF I LGRMRYYA
NTDB id 133813 QU35 RS16460 WP 003242894.1 YLHLNKYKYAEHSFILKLLILTNTLSFAPFLIFFVLPIIFTGNYIFPALASASLLVLIPFGLVYQFVANKMFDIEFILGRMRYYA 340
NTDB id 91 BSU 31690 NP 391047.2 YLHLNKYKYAEHSFILKLLILTNTLSFAPFLIFFVLPIIFTGNYIFPALASASLLVLIPFGLVYQFVANKMFDIEFILGRMRYYA 340
consensus !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!

logo LLAMIPTLL IVGALVLFDVMDIQMNPVRQTVFFFVVMFAVFYFKEVMDFKFRLKRFSEKFNYQDS I FKYTQLMRGVTSLQQVFKE
NTDB id 133813 QU35 RS16460 WP 003242894.1 LLAMIPTLLIVGALVLFDVMDIQMNPVRQTVFFFVVMFAVFYFKEVMDFKFRLKRFSEKFNYQDSIFKYTQLMRGVTSLQQVFKE 425
NTDB id 91 BSU 31690 NP 391047.2 LLAMIPTLLIVGALVLFDVMDIQMNPVRQTVFFFVVMFAVFYFKEVMDFKFRLKRFSEKFNYQDSIFKYTQLMRGVTSLQQVFKE 425
consensus !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!

logo LKNTI LDVLLVSKAYTFEVTPDHKVI FLDKHEVGPDWNFYQEEFENVTSE IGKI I EVNQGFLMKVGERGGSSYVLLCLSNINTPR
NTDB id 133813 QU35 RS16460 WP 003242894.1 LKNTILDVLLVSKAYTFEVTPDHKVIFLDKHEVGPDWNFYQEEFENVTSEIGKIIEVNQGFLMKVGERGGSSYVLLCLSNINTPR 510
NTDB id 91 BSU 31690 NP 391047.2 LKNTILDVLLVSKAYTFEVTPDHKVIFLDKHEVGPDWNFYQEEFENVTSEIGKIIEVNQGFLMKVGERGGSSYVLLCLSNINTPR 510
consensus !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!

logo LTRDE I SWLKTLSFYTSVSMENVLHI EELMEHLKDLKQEGTNP IWLKKLMFAI EEKQRSGLARDLHDSVLQDL I SLKRQCELFLG
NTDB id 133813 QU35 RS16460 WP 003242894.1 LTRDEISWLKTLSFYTSVSMENVLHIEELMEHLKDLKQEGTNPIWLKKLMFAIEEKQRSGLARDLHDSVLQDLISLKRQCELFLG 595
NTDB id 91 BSU 31690 NP 391047.2 LTRDEISWLKTLSFYTSVSMENVLHIEELMEHLKDLKQEGTNPIWLKKLMFAIEEKQRSGLARDLHDSVLQDLISLKRQCELFLG 595
consensus !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!



logo DFKKDDNPCREEVQDKLVQMNEQMSDVI SMTRETCHELRPQLLYDLGLVKALSKLVAQQQERVPFHIRLNTGRFTASLDLDSQLN
NTDB id 133813 QU35 RS16460 WP 003242894.1 DFKKDDNPCREEVQDKLVQMNEQMSDVISMTRETCHELRPQLLYDLGLVKALSKLVAQQQERVPFHIRLNTGRFTASLDLDSQLN 680
NTDB id 91 BSU 31690 NP 391047.2 DFKKDDNPCREEVQDKLVQMNEQMSDVISMTRETCHELRPQLLYDLGLVKALSKLVAQQQERVPFHIRLNTGRFTASLDLDSQLN 680
consensus !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!

logo LYR I IQEFLSNAVKHSQATDVL IML I S IQNKIVLHYEDDGVGFDQEKNTEHSMSMGLSGIKERVRALDGRLR I ETSEGKGFKADI
NTDB id 133813 QU35 RS16460 WP 003242894.1 LYRIIQEFLSNAVKHSQATDVLIMLISIQNKIVLHYEDDGVGFDQEKNTEHSMSMGLSGIKERVRALDGRLRIETSEGKGFKADI 765
NTDB id 91 BSU 31690 NP 391047.2 LYRIIQEFLSNAVKHSQATDVLIMLISIQNKIVLHYEDDGVGFDQEKNTEHSMSMGLSGIKERVRALDGRLRIETSEGKGFKADI 765
consensus !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!

logo E I EL
NTDB id 133813 QU35 RS16460 WP 003242894.1 EIEL 769
NTDB id 91 BSU 31690 NP 391047.2 EIEL 769
consensus !!!!
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