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NTDB id 133796 QU35 RS12860 WP 003230162.1 ......MNEKGFTLVEMLIVLFIISILLLITIPNVTKHNQTIQKKGCEGLQNMVKAQMTAFELDHEGQTPSLADLQSEGYVKKD. 78
NTDB id 98 BSU 24710 NP 390351.1 ......MNEKGFTLVEMLIVLFIISILLLITIPNVTKHNQTIQKKGCEGLQNMVKAQMTAFELDHEGQTPSLADLQSEGYVKKD. 78
NTDB id 460 GPW51 RS00790 WP 011921720.1 MKKLVEMKVKGFTLVEMLVVLGIISLLLLLFVPNLSQQKDAIQKKGDAAVVKVVESQMELYELEHDEEA.TVADLQAKGYITEKQ 84
NTDB id 32 MW RS07995 WP 000472256.1 MFK.FLKKTQAFTLIEMLLVLLIISLLLILIIPNIAKQTAHIQSTGCNAQVKMVNSQIEAYALKHNRNPSSIEDLIADGFIKEAQ 84
NTDB id 16 SA RS07765 WP 000472256.1 MFK.FLKKTQAFTLIEMLLVLLIISLLLILIIPNIAKQTAHIQSTGCNAQVKMVNSQIEAYALKHNRNPSSIEDLIADGFIKEAQ 84
consensus * * ** **!!!*!!!*!! !!!*!!** *!!**** !!**!* *****! *!*****!*!* * ***!!***!**** *

logo

K
A
K
T
V
Q
C
Y
K
P
A
N
S
T
G
A
E
K
K
R
T
K
I IT I STGNGEAVKVAVENH

NTDB id 133796 QU35 RS12860 WP 003230162.1 AVCPNGKRIIITGGEVKVEH 98
NTDB id 98 BSU 24710 NP 390351.1 AVCPNGKRIIITGGEVKVEH 98
NTDB id 460 GPW51 RS00790 WP 011921720.1 AKQYATAKK........... 93
NTDB id 32 MW RS07995 WP 000472256.1 KTCKSGETITISNGEAVAN. 103
NTDB id 16 SA RS07765 WP 000472256.1 KTCKSGETITISNGEAVAN. 103
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