
logo MS
N
K
L
T
V
I
P
N
L
Q
V

EKNSSFSKELQQE
P
L
K
T
N
D
L
Y
F
R
L
S
G
H
R
H
LLFLTKREKTNDE I

L
L
S
T
A
K
Q
E
F
L
I
N
K
N
F
STDKQI

L
VSFVSDKEI FMI

S
E
N
F
W
H
L
N

I
L
N
E
K
E
A
N
R
G
K
Q
V
Y
L
N
I
A
K
P
T
E
A
I
K
E
G
L
A
G
N
P
S
M
A
I
T
M
S
R
V
I
K
S
N
E
A
S
K
R
N
G
R
K
I
V
Y
L
K
R
FCNQRCDGNQTSAIVTDHIQIRKLDNTYEFNSESVWFKYH

NTDB id 108 BSU 35470 NP 391427.1 MNVPVEKNSSFSKELQQTLRSRHLLRTE..........LSFSDEMIEWHIKNGYITAENSISINKRRYRCNRCGQTDQRYFSFYH 75
NTDB id 277 KZH43 RS10090 WP 000867601.1 MKVN............LDYLGRLFTENELTE..................EERQLAEKLPAMRKEKGKLFCQRCNSTI.LEEW.Y. 52
NTDB id 236 SPD RS10765 WP 000867601.1 MKVN............LDYLGRLFTENELTE..................EERQLAEKLPAMRKEKGKLFCQRCNSTI.LEEW.Y. 52
NTDB id 202 SPR RS10250 WP 000867601.1 MKVN............LDYLGRLFTENELTE..................EERQLAEKLPAMRKEKGKLFCQRCNSTI.LEEW.Y. 52
NTDB id 167 SP RS11275 WP 000867616.1 MKVN............LDYLGRLFTENELTE..................EERQLAEKLPAMRKEKGKLFCQRCNSTI.LEEW.Y. 52
NTDB id 535 SMSK321 RS10515 WP 000867726.1 MKVN............PNYLGRLFTENELTK..................EERQLAEKLPAMRKEKGKLFCQRCDSAI.LDEW.Y. 52
NTDB id 507 SM12261 RS09240 WP 000867722.1 MKVN............PNYLGRLFTENELTE..................EERQLAEKLPAMRKEKGKLFCQRCNSTI.LEEW.Y. 52
NTDB id 133711 QI18 RS05630 WP 039115354.1 MSTNQ...........EKLFGRLLLKNDILQLIKSTDKISVSKIFSNFLLEAKVNPILGMTSISSNKIKCNRCGTVHIKNSV.K. 72
NTDB id 593 KW2 RS05130 WP 021037147.1 MNLIL...........ENLLGHLLLEKDISAFNNFTDQV.........NNENKLIKIGAMTSVNANKVRCNRCGTIHIKTNV.K. 63
consensus !*** ************* ********************!*!!**** **** *

logo

SS
L
G
P
K
I
N
G
K
T
V
A
L
F
Y
F
YCPRTSEC I

V
L
E
M
Q
L
L
MGKRVSRESEDVEQFPSVYTFLYFHSYW

L
F
K
P
E

Q
K
Q
E
N
D
E
F
A
S
P
NWE

K
S
K
Q
I
S
T
D
I
K
Y
V
I
L
N
R
T
KWDSTRGKQLSTSEPGNFQDKQESKAIVASDQNEVAGLCILEQEQVAI

V
N
S
T
D
N
S
K
H
K
N

Q
Q
E
K
E
K
Q
P
S
I
L
T
I
L
I
V
W
Q
HAVCTGAGKTEML

I
F
Y
P

Q
G
L
VI
V
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