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NTDB id 1028 TT RS08215 WP 011173991.1 MSVLTIGDKRLGAALLDAGLLTDEELQRALERHREVGGSLAEVLVDMGLLSERRIAQTIEDRFGIPLVELHRVEIPPKVKALLPA 85
NTDB id 133679 QR90 RS14680 WP 039685661.1 .MALSIGDRRLGAILLEQGYVNDGDLQKALVRHSEVGGRLAEILIDTGLVGEKRIARAIEEALGIPLVNLMAITPDPVAVAAIPA 84
NTDB id 1306 DR RS10060 WP 027479822.1 .MALSIGDRRLGAILLDQGYLGDNDLQRALERHSEVGGRLADVLIDSGMVGEKRIARAIEEALGIPLVNLLAVQPDPAALRSIRP 84
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NTDB id 1028 TT RS08215 WP 011173991.1 EKAKELKAIPFALDEEAGVVRVAFLNPLDTLSLEEVEDLTGLVVEPYQTTKSAFLYALAKHYPELGLPVPPPP..SGEGQKDLKL 168
NTDB id 133679 QR90 RS14680 WP 039685661.1 QTALNLQAIPFALE..NGTLRVALVDPLSSLALETLEDDSNLTIEPYQALREQALWAVALHYPELGLTPVTPDEAGE.EVAGGQL 166
NTDB id 1306 DR RS10060 WP 027479822.1 QTALNLQAFPFALE..GDRLRVALVDPLSSFSIETLEDDSGFDIEPYQALREEVMWAIATHYPELGLEIVVPSGASDAGRTGGKL 167
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NTDB id 1028 TT RS08215 WP 011173991.1 GELLLQKGWISREALEEALVEQEKTGDLLGRILV.RKGLPEEALYRALAEQKGLEFLESTEGIVPDPSAALLLLRSDALRYGAVP 252
NTDB id 133679 QR90 RS14680 WP 039685661.1 GQALITRGLITDAQLQVALDAQQQTGEPLGTTLVAQQAISEDQLYELLAEQSDVIYLKNPRDFQPAEDVLGSMLRADALRLSAVP 251
NTDB id 1306 DR RS10060 WP 027479822.1 GERLITHGYITDAQLQVALDAQQQTGEALGATLISQRAITEDQLYEVLAEQEGTTFLPNPSGFHPGEEVLGSMLRADALRLLAVP 252
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NTDB id 1028 TT RS08215 WP 011173991.1 IGFQNGEVEVVLSDPRHKEAVAQLLNRPARFYLALPQAWEELFRRAYPQKNRLGEVLVQEGKLSREALKEALEVQKGLPRAKPLG 337
NTDB id 133679 QR90 RS14680 WP 039685661.1 VDETAEHVVVVATDPRKREDIAALVGRPIQLILARPHDLEVLIERFYPQRGRLGEQMVQQGTLSRTQLREALQVQARQGKVKPLG 336
NTDB id 1306 DR RS10060 WP 027479822.1 VDETEQGVTVLTSDPRKRPDIDALIGRPVQLMLTRPRDIERLIEQFYPQRGRLGEQLVQEGTLSRDQLREALQVQAREGKVKPLG 337
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NTDB id 1028 TT RS08215 WP 011173991.1 EILVELGLARPEDVEEALQKQRRGGGRLEDTLVQSGKLRPEALAQAVATQLGYPYVDPEEDPPDPGAPLLLPEDLCRRYGVFPHR 422
NTDB id 133679 QR90 RS14680 WP 039685661.1 EVILELGFADASEIDNALQKQNVGGGRLEDTLVQSGKLSPEMLARSLAAQLGYEFLDPVQNPPDAKVALLIPEPTARRYGVVPVR 421
NTDB id 1306 DR RS10060 WP 027479822.1 EVITELGFASPDEVDSALQKQNVGGGRLEDTLVQSGKLSPEMLARSLAAQLGYEFLDPIQNPPDPKVALMIPEATARRYVVVPVR 422
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NTDB id 1028 TT RS08215 WP 011173991.1 LEGNRLVLLMKDPRNILALDDVRLALKRKGLNYEVAPAVATEAAITKLIERFYGKAELSEIAKEFAKKQAEE........EVPSP 499
NTDB id 133679 QR90 RS14680 WP 039685661.1 LQGEALVIAMKDPRNVFALDDLKLITGR.....EIIPAVMAEKDIVRLIERYFGNQGMADLNQRLQAESLQREKDSKRGGDVDAN 501
NTDB id 1306 DR RS10060 WP 027479822.1 LQGNSLVVAMKDPRNVFALDDLKLITGK.....EILPAVMAEKDIIRLIERYFGEKGFEKLNKELAERNKTQQS......QEADL 496
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NTDB id 1028 TT RS08215 WP 011173991.1 LELDESAAQKFVKQVIREAFLQDASDIHIEPRQNDVQVRLRIDGALRPYSTLPKGALNAVISVVKIMGGLNIAEKRLPQDGRVRY 584
NTDB id 133679 QR90 RS14680 WP 039685661.1 ANFDDNAVVKVVDGLIREAALQEASDIHIEPTESALRVRYRVDGVLREQNELPKGAAQSILARIKIMGNLDISERRIPQDGRVRF 586
NTDB id 1306 DR RS10060 WP 027479822.1 SVADESAIVQVVDSIIREAALQDASDIHIETTEDAVKVRYRIDGALREQNSFPKGAAQQIMARLKIMGHLDIAERRVPQDGRVRF 581
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NTDB id 1028 TT RS08215 WP 011173991.1 REGAIDVDLRLSTLPTVYGEKAVMRLLKKASDIPEIEDLGFAPGVFERFKEVISKPYGIFLITGPTGSGKSFTTFSILKRIATPD 669
NTDB id 133679 QR90 RS14680 WP 039685661.1 RKGSIDIDLRLSTLPTVYGEKAVMRLLQKASNIPEVEQLGFSDHNFQRYLDVIDKPNGIFLVTGPTGSGKSFTSFSTLKRIAKPE 671
NTDB id 1306 DR RS10060 WP 027479822.1 KKGSIDLDLRLSTLPTVYGEKAVMRLLQKASNIPELEQLGFSEYNYARYTEIIERPNGIFLVTGPTGSGKSFTCFSTLKRIAKPE 666
consensus **!*!!*!!!!!!!!!!!!!!!!!!!!*!!!*!!!*!*!!!** ** !* **!**!*!!!!*!!!!!!!!!!!*!!*!!!!!*!*

logo KNTQTTI EDP I
VEYEVIPGI INVQTSQVNNPQSVTAGMLTFARALRAFLRQDPDI IMFVGE IRDQSTETAKIATVEAALTGHMLVI

LATLHTNDAAPQGAVIVTRL
NTDB id 1028 TT RS08215 WP 011173991.1 KNTQTIEDPVEYEIPGINQTQVNPQAGLTFARALRAFLRQDPDIIMVGEIRDSETAKIATEAALTGHLVIATLHTNDAAQAITRL 754
NTDB id 133679 QR90 RS14680 WP 039685661.1 KNTTTIEDPVEYEIPGIIQSQVNPVAGLTFARALRAFLRQDPDIIFVGEIRDTETAKIAVEAALTGHLVLATLHTNDAPGAIVRL 756
NTDB id 1306 DR RS10060 WP 027479822.1 KNTTTIEDPIEYEVPGIVQSQVNNSTGMTFARALRAFLRQDPDIIFVGEIRDQETAKIAVEAALTGHMVLATLHTNDAPGAVTRL 751
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NTDB id 1028 TT RS08215 WP 011173991.1 DEMGVEPFNISAALIGVLSQRLVRRVCEHCKVEVKPDPETLRRLGLSEAEIQGARLYKGMGCERCGGTGYKGRYAIHELLVVDDE 839
NTDB id 133679 QR90 RS14680 WP 039685661.1 EEMGVEPFNISASVVGVLAQRLVRRVCPDCKAPTNADPDVLRRLGITERDVRGATLMRGAGCARCGGTGYKGRMGIHELMVVDEP 841
NTDB id 1306 DR RS10060 WP 027479822.1 EEMGIENFNISAAVMGVLAQRLVRRVCSECKQPTNADPEVLRRLGISERDIRGANLMRGTGCPRCGGTGYKGRMGIHELMVMDDS 836
consensus *!!!*!*!!!!!***!!!*!!!!!!!! *!! ****!!**!!!!!**!****!! !**! !! !!!!!!!!!!**!!!!*!*!*

logo

I
LRHRVTAIVGSAGKRPSAATE IKREDI

VALEGRERKSDGLMKRSTLRENQDGLIYEKALKQGI
L
QTTLEEVLARVTAISENS

NTDB id 1028 TT RS08215 WP 011173991.1 IRHAIVAGKSATEIKEIA.RRKGMKTLREDGLYKALQGITTLEEVLARTIE 889
NTDB id 133679 QR90 RS14680 WP 039685661.1 LRVAIGSGRSATEIRDVALERSDMRTLRNDGIEKALKGQTTLEEVLAVTSN 892
NTDB id 1306 DR RS10060 WP 027479822.1 LRRTIGAGRPAAEIRDVALGESGLRSLRQDGIEKALQGLTTLEEVLAVTAS 887
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