
logo MNLVDTVL ILVLVFATGLFLGLLVGSFSNVL IWRLPRGENIAFPPSHCPHKCDHGPLKSPRTDLVPLVFSWLASLGGKRCRYCRAP IKNPTRYP I
VVEALLT

NTDB id 133672 QR90 RS04090 WP 039682437.1 MNLDVLLVVFTGLFGLLVGSFSNVLIWRLPRGENIAFPPSHCPHCDHGLSPRDLVPLFSWLSLGGKCRYCRAPIKTRYPIVEALT 85
NTDB id 1305 DR RS10600 WP 010888696.1 MNVDTLIVLFAGLLGLLVGSFSNVLIWRLPRGENIAFPPSHCPKCDHPLKPTDLVPVFSWLALGGRCRYCRAPINPRYPVVELLT 85
consensus !!*! !*!*! !! !!!!!!!!!!!!!!!!!!!!!!!!!!!!!*!!!*! ! !!!!*!!!! !!!*!!!!!!!! *!!!*!! !!

logo GLVAGYAAVIAALLTFPLSTLTYEGAGSTLGLMVLFTI
LLLVGSAIDLDTMYTLPDELTLPGTVALLGLVLFGLAFGNAGLYAGQRENGQVELGLPDNLVAGQAVENGAL

NTDB id 133672 QR90 RS04090 WP 039682437.1 GLGYAAIALLFPLTLYGAGSLGLMVLFTLLLVGSAIDLDTYTLPDELTLPGVALGLLFGLFN....GRNGVEGLPDLAGAVNGAL 166
NTDB id 1305 DR RS10600 WP 010888696.1 GVAYAVIAATFPLSTYEAGTLGLMVLFTILLVGSAIDLDTMTLPDELTLPGTLLGVLFGLAGAGLYAQEGQLGLPNVAQAVEGAL 170
consensus !**!! !! !!!* ! !!*!!!!!!!!*!!!!!!!!!!! !!!!!!!!!! !!*!!!! ***** ! !!! *! !! !!!

logo

L
MGAGLVI

LVAL INSQVFYGSWVLRRFRERQW
YPEAFP IGFYQQI SLGLLAGAWLGPWWGALGVAGLVLSAAVNGVAIASKRKRAVVR IPELLTLGGFLLLVSLMAVLV

NTDB id 133672 QR90 RS04090 WP 039682437.1 LGAGLLVAINQFGSWVLRRFRERQYPEFPIGFQQISLGLLAGAWLGPWWGAGVGVLSAAVNGISRRVVRIPELLTLGGLLLSMVV 251
NTDB id 1305 DR RS10600 WP 010888696.1 MGAGVIVLISVYGSWVLRRFRERQWPEAPIGYQQISLGLLAGAWLGPWWGLGVALLSAAVNVAAKKAVRIPELLTLGGFLVSLAL 255
consensus *!!!**! ! *!!!!!!!!!!!!*!! !!!*!!!!!!!!!!!!!!!!!! !!**!!!!!! ** !!!!!!!!!!! !*!* *

logo

G
SSAGGTGPGL ILDLML

V
Q
RGGSLAMAAGAGVSLVACGVYWWIKYHWRRGNAKAQADDEDSDTGDTDGADEDEHQSYDAPSVAMGFGDVKLAAVIGAFLGWERLLLVALVLVVAI

V

NTDB id 133672 QR90 RS04090 WP 039682437.1 GSAGGGPGLILMVQGSLAAAGGVSLVAGVYWWIKHRRGAADDSTGDGAEDHYDASAMGFGDVKLAAVIGAFLGWERLLVALLVAV 336
NTDB id 1305 DR RS10600 WP 010888696.1 SSAGTGPGLLDMLRGGLMAAGAVSLVCGVYWWIYWRRNKQAEDDGTD.DEQSDPVAMGFGDVKLAAVIGAFLGWERLLLAVVVAI 339
consensus !!! !!!!* !* ! ! !!!*!!!!*!!!!!! *!! * ! **** !* !!!!!!!!!!!!!!!!!!!!!!!*!**!!*

logo FAGAI
V
I
LGLVVQLALRKQENRVKFGPFYLAFLGALVVAL ILWGAGGP I

L
L
V
A
D
G
WYRGLMLGLM

NTDB id 133672 QR90 RS04090 WP 039682437.1 FAGAIIGVVQLARKQENRVKFGPFLAFGALVALIWGAGIVAGYRGMLGL 385
NTDB id 1305 DR RS10600 WP 010888696.1 FAGAVLGLVQLALKQENRVKFGPYLALGAVVALLWGGPLLDWYRGLLGM 388
consensus !!!!**!*!!!! !!!!!!!!!!*!! !!*!!!*!!**** !!!*!!*
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X ≥ 50% conserved


