
logo MRNSRLLLPMAAASATAVGITAAAYFPAI FLF I LFLL I I L IKTRHAFL I IVCFFSF I LFFVLYAVTDSQNVSSYRQGTYQFKAVIAD
NTDB id 133571 QF06 RS10970 WP 041850028.1 MRNSRLLLPMAAASATVGITAAAYFPAIFLFILFLLIILIKTRHAFLIIVCFFSFILFFVLYAVTDSQNVSSYRQGTYQFKAVIA 85
NTDB id 107 BSU 25570 NP 390435.1 MRNSRLLLPMAAASATAGITAAAYFPAIFLFILFLLIILIKTRHAFLIIVCFFSFILFFVLYAVTDSQNVSSYRQGTYQFKAVID 85
consensus !!!!!!!!!!!!!!!! !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!

logo TIPKIDGDRMSMMVEKTPDKEKWAAAYR IQSAGEKEQLLYI EPGMSCELTGTLEEPKNHATVPGAFDYNEYLYRQHIHWNYSVTS IQ
NTDB id 133571 QF06 RS10970 WP 041850028.1 TIPKIDGDRMSMMVKTPDKEKWAAAYRIQSAGEKEQLLYIEPGMSCELTGTLEEPKHATVPGAFDYNEYLYRQHIHWNYSVTSIQ 170
NTDB id 107 BSU 25570 NP 390435.1 TIPKIDGDRMSMMVETPDKEKWAAAYRIQSAGEKEQLLYIEPGMSCELTGTLEEPNHATVPGAFDYNEYLYRQHIHWNYSVTSIQ 170
consensus !!!!!!!!!!!!!! !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!! !!!!!!!!!!!!!!!!!!!!!!!!!!!!!

logo NCSEPENFKYKVLSLRKHI I SFTNSLLPPDSATGIVQALTVGDRFYVEDEVLTAYQKLGVVHLLAI SGLHVGI LTAGLFYIMIRLG
NTDB id 133571 QF06 RS10970 WP 041850028.1 NCSEPENFKYKVLSLRKHIISFTNSLLPPDSAGIVQALTVGDRFYVEDEVLTAYQKLGVVHLLAISGLHVGILTAGLFYIMIRLG 255
NTDB id 107 BSU 25570 NP 390435.1 NCSEPENFKYKVLSLRKHIISFTNSLLPPDSTGIVQALTVGDRFYVEDEVLTAYQKLGVVHLLAISGLHVGILTAGLFYIMIRLG 255
consensus !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!! !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!

logo ITREKAS I LLLLFLPLYVMLTGAAPSVLRAALMSGVYLAGSLVKWRVHRSATAICLSYIVLLLFNPYHLFEAGFQLSFAVSFSL I L
NTDB id 133571 QF06 RS10970 WP 041850028.1 ITREKASILLLLFLPLYVMLTGAAPSVLRAALMSGVYLAGSLVKWRVHSATAICLSYIVLLLFNPYHLFEAGFQLSFAVSFSLIL 340
NTDB id 107 BSU 25570 NP 390435.1 ITREKASILLLLFLPLYVMLTGAAPSVLRAALMSGVYLAGSLVKWRVRSATAICLSYIVLLLFNPYHLFEAGFQLSFAVSFSLIL 340
consensus !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!*!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!

logo SSS I FQQVKTSLGQLTIVSL IAQLGSLP I LLYHFHQFS I I SVPMNMLMVPFYTFC I LPGAVAGVLLLSLSASFGRLFFSWFDLL I
NTDB id 133571 QF06 RS10970 WP 041850028.1 SSSIFQQVKTSLGQLTIVSLIAQLGSLPILLYHFHQFSIISVPMNMLMVPFYTFCILPGAVAGVLLLSLSASFGRLFFSWFDLLI 425
NTDB id 107 BSU 25570 NP 390435.1 SSSIFQQVKTSLGQLTIVSLIAQLGSLPILLYHFHQFSIISVPMNMLMVPFYTFCILPGAVAGVLLLSLSASFGRLFFSWFDLLI 425
consensus !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!

logo SW I
TNRL ITKNIADVDVFTIMIAHPAPVLLFLFTVTI I LLLMAI EKRSLSQLMVTGGICCTVLMFLLF IYPCLSSEGEVDMIDIGQGD

NTDB id 133571 QF06 RS10970 WP 041850028.1 SWTNRLITKIADVDVFTIMIAHPAPVLLFLFTVTIILLLMAIEKRSLSQLMVTGGICCTVLFLLFIYPCLSSEGEVDMIDIGQGD 510
NTDB id 107 BSU 25570 NP 390435.1 SWINRLITNIADVDVFTIMIAHPAPVLLFLFTVTIILLLMAIEKRSLSQLMVTGGICCTVMFLLFIYPCLSSEGEVDMIDIGQGD 510
consensus !! !!!!! !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!*!!!!!!!!!!!!!!!!!!!!!!!!

logo SMFVGAPHQRGRVL IDTGGTLSYSSEPWREKQHPFSLGEKMVL IPFLTAKGIKQLDAL I LTHADQDHIGEAE I
TLLKHHKVKRLVIP

NTDB id 133571 QF06 RS10970 WP 041850028.1 SMFVGAPHQRGRVLIDTGGTLSYSSEPWREKQHPFSLGEKMLIPFLTAKGIKQLDALILTHADQDHIGEAETLLKHHKVKRLVIP 595
NTDB id 107 BSU 25570 NP 390435.1 SMFVGAPHQRGRVLIDTGGTLSYSSEPWREKQHPFSLGEKVLIPFLTAKGIKQLDALILTHADQDHIGEAEILLKHHKVKRLVIP 595
consensus !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!*!!!!!!!!!!!!!!!!!!!!!!!!!!!!!! !!!!!!!!!!!!!



logo KGFVSEPKDEKVLQATAREEGVATI EEVKRGDVLQIKDLQFHVLSPEAPDPASKNNSSLVLWMETGGVLMSWI LTGDLEKEGEQEVMDNV
NTDB id 133571 QF06 RS10970 WP 041850028.1 KGFVSEPKDEKVLQTAREEGVTIEEVKRGDVLQIKDLQFHVLSPEAPDPASKNNSSLVLWMETGVLSWILTGDLEKEGEQEVMDV 680
NTDB id 107 BSU 25570 NP 390435.1 KGFVSEPKDEKVLQAAREEGVAIEEVKRGDVLQIKDLQFHVLSPEAPDPASKNNSSLVLWMETGGMSWILTGDLEKEGEQEVMNV 680
consensus !!!!!!!!!!!!!! !!!!!! !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!! *!!!!!!!!!!!!!!!!! !

logo FPNIKADVLKVGHHGSKGSTGEEF IQQLQPKTAI I SAGKNNRYHHPHQEKVLQLLQRHS IRVLRTDQNGTIQYRYKNRVGTFSVYP
NTDB id 133571 QF06 RS10970 WP 041850028.1 FPNIKADVLKVGHHGSKGSTGEEFIQQLQPKTAIISAGKNNRYHHPHQEVLQLLQRHSIRVLRTDQNGTIQYRYKNRVGTFSVYP 765
NTDB id 107 BSU 25570 NP 390435.1 FPNIKADVLKVGHHGSKGSTGEEFIQQLQPKTAIISAGKNNRYHHPHQKVLQLLQRHSIRVLRTDQNGTIQYRYKNRVGTFSVYP 765
consensus !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!! !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!

logo PYDTSDITETN
NTDB id 133571 QF06 RS10970 WP 041850028.1 PYDTSDITETN 776
NTDB id 107 BSU 25570 NP 390435.1 PYDTSDITETN 776
consensus !!!!!!!!!!!
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