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NTDB id 1045 H0N27 RS16330 WP 168727019.1 MAEQQPLVLLVDDEEDLCLLMQMTLARMGIKTHLAYRVEQAKQLFTQFHYDACLTDLNLPDGSGLDLVKHVSQNYPNTPI 80
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NTDB id 1045 H0N27 RS16330 WP 168727019.1 AVLTAYGNMDIAIAALKAGAFDFVSKPVNQVHLDQLLQKALNRQK.VEHDT.....TENALENKLLIGRSLPIQQLRIAI 154
NTDB id 133468 FORC9 RS07560 WP 060531746.1 IIATAHGSVDIAVSLMSKGAEDFLEKPIKADRLKTSIAVHLKRAK.LEHLVENMQSRFDRPRYHGFIGACLPMQAVYKTI 156
NTDB id 1157 A1552VC RS03895 WP 001888250.1 VFMTAHGSIDTAVEAMRHGAQDFLIKPCEADRLRVTVNNAIRKASKLKND.....VDNKNQNYQGFIGSSQTMQAVYRTI 146
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NTDB id 1045 H0N27 RS16330 WP 168727019.1 KKIARSQAPVFVTGESGTGKEVVANLVHRLSNRSEGPFIAINCGAIPTELMESELFGHKKGSFTGATQDKQGLILSAHGG 234
NTDB id 133468 FORC9 RS07560 WP 060531746.1 DSVAPTTASVFINGESGTGKEVCAEAIHKQSLRKEQPFIAINCGAIPRDLMESEIFGHLKGAFTGATTDRKGAAMLANGG 236
NTDB id 1157 A1552VC RS03895 WP 001888250.1 DSAASSKASIFITGESGTGKEVCAEAIHAASKRGDKPFIAINCAAIPKDLIESELFGHVKGAFTGAATERQGAAEAADGG 226
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NTDB id 1045 H0N27 RS16330 WP 168727019.1 SLFLDEIAELPLSMQVKLLRAVQEKKIRPVGSDQEIDVDFRVISASHQDLDLLVRQGKFRQDLFFRIHVMDLILPPLRER 314
NTDB id 133468 FORC9 RS07560 WP 060531746.1 TLFLDELCEMELEMQKKLLRFLQTGTFTPLGGSKEIKVDVRIICATNREPLKEVEEGRFREDLYYRVHVVPIEMPPLRER 316
NTDB id 1157 A1552VC RS03895 WP 001888250.1 TLFLDELCEMDLDLQTKLLRFIQTGTFQKVGSSKMKSVDVRFVCATNRDPWKEVQEGRFREDLYYRLYVIPLHLPPLRAR 306
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NTDB id 1045 H0N27 RS16330 WP 168727019.1 GEDVLLLANHFIQKICMEWETPPKQLTEAAETYLLQQHFPGNVRELRNMIERAITLSEDATIDISHLHPAPLRANISNPF 394
NTDB id 133468 FORC9 RS07560 WP 060531746.1 GNDIVELANHFLKTYAKEDGKKFNSISKEAQSILKKYNWPGNVRQLQNIIRNIVVLNDDNQLNVEHLPAQLTTK..PQTV 394
NTDB id 1157 A1552VC RS03895 WP 001888250.1 GDDVIEIAYSLLGFMSKEEGKDFVRLSAEVVERFRQYEWPGNVRQLQNVLRNVVVLNEGREITLDMLPPPLNQM..SAPI 384
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NTDB id 1045 H0N27 RS16330 WP 168727019.1 ASAAQSIQTTVAAPQAVKKLP.............................SEGLERYLENIEKDILLNALNMTHWNRTLA 445
NTDB id 133468 FORC9 RS07560 WP 060531746.1 KEPAK.LSTPPQPAQAVIHEMHNGHEALNHHSFERQTSMANPLTHNAFHHSDGSIRPMWQIEREAIQNAIAFCDGNVISA 473
NTDB id 1157 A1552VC RS03895 WP 001888250.1 NRA.....................................LPLAHE.NKVSVHEIFPLWMTEKQAIEQAIEACDGNIPRA 426
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NTDB id 1045 H0N27 RS16330 WP 168727019.1 AKKLGMTFRSLRYRL.KKFGLDTETEQEV.. 473
NTDB id 133468 FORC9 RS07560 WP 060531746.1 AVMLELSPS.TVYRKKQAWEAE.ENA..... 497
NTDB id 1157 A1552VC RS03895 WP 001888250.1 ATYLDVSPS.TIYRKLQTWNEK.VKEKEKER 455
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