
logo

MRLCPRFSLDLLVKVKKLVNFVTLGFSCLSPTHAWRSPQSFTESNTL IMFKRFYKRKQKFKRLQNSTLMATAFLAVLS IL ITPLTIT
NTDB id 133321 PN96 RS01560 WP 020333918.1 ................................................MFKFYKKQKFKRLQSTLMTAFLVLSLTPLTIT 32
NTDB id 1143 A1552VC RS01965 WP 001883436.1 MRLCPRFSLDLLVKVKKLVNFVTLGFSCLSPTHAWRSPQSFTESNTLIMFRFYRKQKFKRLQNTLMAAFLALSIIPLTIT 80
consensus ************************************************!!*!!*!!!!!!!! !!! !!! !!* !!!!!

logo ALFFLHQSHSKQDLEQEQQSTSHYLLVSVRDNTKQQQI
V IDYFMEMAKRESTEVMGFVRSELAYASGGRFYGLVNAFQSRLDGNVDS I EAEASREQHNAQ

NTDB id 133321 PN96 RS01560 WP 020333918.1 ALFFLQSHSQDLQEQSTSHLLSVRDTKQQQIIDYFEARETEVMGFVRSELAYASGGRFYGLVNAFSRLGNDIEESRQNAQ 112
NTDB id 1143 A1552VC RS01965 WP 001883436.1 ALFFLHSHSKDLEQQSTSYLVSVRDNKQQQVIDYMMAKESEVMGFVRSELAYASGGRFYGLVNAFQRLDVSIEAAREHAQ 160
consensus !!!!!*!!! !! !!!!*!*!!!! !!!!*!!! !*!*!!!!!!!!!!!!!!!!!!!!!!!!! !! !! ! *!!

logo QRYI ETGSGDQI
TKTS IVLPEQSSNSFYVGSERYRLLHKRYHWAYLSELLKRSDFDNDI LLVDIDNGNVTVYS IKYKDYDNFYGTNLLTGKRYKQ

NTDB id 133321 PN96 RS01560 WP 020333918.1 QRYIEGSGDQTKTSILPESSNFVGSERYRLLHKRYHWAYSELLKRSDFNDILLVDINGNVTYSIKKDDNYGTNLLTGRYK 192
NTDB id 1143 A1552VC RS01965 WP 001883436.1 QRYITGSGDQIKTSVLPQSSSYVGSERYRLLHKRYHWAYLELLKRSDFDDILLVDIDGNVVYSIYKYDNFGTNLLTGKYQ 240
consensus !!!! !!!!! !!!*!! !! *!!!!!!!!!!!!!!!!! !!!!!!!! !!!!!!! !!! !!! ! !!*!!!!!!!*!

logo DATANLGHRATFKQRLAENQDTVNSEQRRKTVNEDFYTP I
V
L
VI SDFEVLQEDNGKQVYAWLGAP I IVQQGYLHSYAMFRLPNSNAGITKL IVADEGKNSRSENPSS IM

NTDB id 133321 PN96 RS01560 WP 020333918.1 DAALGRAFQRLANDVSERRKVNEDYTPILISDFELENGKQVAWLGAPIVQQGYLHSYAMFRLPNNGITKLVADKNRESSI 272
NTDB id 1143 A1552VC RS01965 WP 001883436.1 DTNLGHTFKRLEQTVNEQRKTNEDFTPVVISDFVQEDGKQYAWLGAPIIQQGYLHSYAMFRLPSNAITKLIAEGSSNPSM 320
consensus ! !!* ! !! * ! ! !! !!!*!!**!!!! ! !!! !!!!!!!*!!!!!!!!!!!!!! !*!!!!*!* *!*
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NTDB id 133321 PN96 RS01560 WP 020333918.1 ETLLVGGDQQPRTINTKLDDIQNSMEVITQALSGQTSVGTYTNGLDEAIIAAYAPVKTRGVNWALVVQLPEKDAFSRIHQ 352
NTDB id 1143 A1552VC RS01965 WP 001883436.1 QTILVGQDHRSRTLTSAEIAVEKSKAVVDLALSGKRAVGTYTNTDGEQIIAAYAPINLKNIHWALVVELPEKEAFARVRQ 400
consensus !*!!! !* *!!* * * ! !* !!!! !!!!!! ! !!!!!!!* * **!!!!! !!!!*!! !**!

logo LEKLFVFIAMLTAI IVLVVIASHYLSNF ITSPLLKLTWAAERVSAGDLDEANMTFIDNTEVRKDE IGRLAI
VSFERMQRS IREKIQSLTI

NTDB id 133321 PN96 RS01560 WP 020333918.1 LEKLFVIAMLTAIILVVIASHYLSNFITSPLLKLTWAAERVSAGDLDENTFDTVRKDEIGRLAISFERMQRSIREKIQTI 432
NTDB id 1143 A1552VC RS01965 WP 001883436.1 LEKLFVFAMLTAIVLVVIASHYLSNFITSPLLKLTWAAERVSAGDLDEAMINTERKDEIGRLAVSFERMQRSIREKISLI 480
consensus !!!!!! !!!!!!*!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!! ! !!!!!!!!!*!!!!!!!!!!!!! !

logo KKSQNEKELESNI
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R
I
L IQRKQNDELQLADNKLKDEFLATTSHELRTPLHGMI

VGIAEATL I SGANGPTIPSAANHQKYQLDI I IKSSGQRLA
NTDB id 133321 PN96 RS01560 WP 020333918.1 KKQNEELESNIRLIQKQNDELQLADKLKDEFLATTSHELRTPLHGMVGIAETLISGANGTIPANQKYQLDIIIKSGQRLA 512
NTDB id 1143 A1552VC RS01965 WP 001883436.1 KSQNKELESNLLIIRKQNDELQLANKLKDEFLATTSHELRTPLHGMIGIAEALISGANGPISAAHKYQLDIIISSGQRLA 560
consensus ! !! !!!!!* *! !!!!!!!!! !!!!!!!!!!!!!!!!!!!!!*!!!! !!!!!!!*!*! *!!!!!!!! !!!!!!
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N
TLVDDLLDYHKMRYGASLMDIQKRCSAVDNLASSASTRLVLELSGHHLLGKNKTI

LR I INQVPSENDQLPKVAWVSADPQRLEQVLYNL IGNAIKY
NTDB id 133321 PN96 RS01560 WP 020333918.1 NLVDDLLDYHKMRYGSMDIQKSAVNLASSTRLVLELSGHLLGNKTIRIINQVPNDLKAVSADPQRLEQVLYNLIGNAIKY 592
NTDB id 1143 A1552VC RS01965 WP 001883436.1 TLVDDLLDYHKMRYGALDIQRCAVDLSSATRLVLELSHHLLGKKTLRIINQVSEQPVWVSADPQRLEQVLYNLIGNAIKY 640
consensus !!!!!!!!!!!!!! *!!!**!! ! ! !!!!!!!!*!!!! !!*!!!!!!* * !!!!!!!!!!!!!!!!!!!!!!

logo TSEGKIV I SAGTVYI
VDDKLVRVQVVDTGQGIPAEHQLEHI FEPL IQAGHQDAESRYRQGAGLGLS I SRQL I ELMGHGSTLYVSSQPMV

NTDB id 133321 PN96 RS01560 WP 020333918.1 TSEGKIVISAGVVDDLVRVQVVDTGQGIPAEHLEHIFEPLIQAGQDESRYRQGAGLGLSISRQLIELMGGSLYVSSQPMV 672
NTDB id 1143 A1552VC RS01965 WP 001883436.1 TSEGKIVISATYIDDKVRVQVVDTGQGIPAEQLEHIFEPLIQAGHDASRYRQGAGLGLSISRQLIELMHGTLYVSSQPMV 720
consensus !!!!!!!!!! *!! !!!!!!!!!!!!!!!*!!!!!!!!!!!!*! !!!!!!!!!!!!!!!!!!!!!*!*!!!!!!!!!

logo GTTFSFTLPLASEEE IALAQATQRLTQATAECLGPHFQAVPE I
V
L
N
DL
SELNPTDEDQLSNSLPENEPEHGPLLLYVADDEPVNLRVLDESFLRLEGYRVHRTAV

NTDB id 133321 PN96 RS01560 WP 020333918.1 GTTFSFTLPLASEEEILATQTQAACGHFQVPEIN.LENTDDLSLPENPEGPLLYVADDEPVNLRVLESFLRLEGYRVRTV 751
NTDB id 1143 A1552VC RS01965 WP 001883436.1 GTTFSFTLPLASEEEIAQARL.TELPHFQAPEVLDSELPEQSNLPENEHGPLLLVADDEPVNLRVLDSFLRLEGYRVHTA 799
consensus !!!!!!!!!!!!!!!! * **!!! !!* * ! ** !!!!**!!!! !!!!!!!!!!!!*!!!!!!!!!!*!
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Q
SDGHPEQTVLAEAL IVEKQREKPELLVLLDIMMPGMSGYQVCENEKLRQTFYDHAELP I IMLTALNSQSTDEDRVRGFEAGANDYLSKPFNKQEL

NTDB id 133321 PN96 RS01560 WP 020333918.1 SDGPETLALVEQEKPELLLLDIMMPGMSGYQVCNELRQTFDHAELPIIMLTALSQTEDRVRGFEAGANDYLSKPFNKQEL 831
NTDB id 1143 A1552VC RS01965 WP 001883436.1 QDGHQVLEAIKREKPELVLLDIMMPGMSGYQVCEKLRQTYDHAELPIIMLTALNQSDDRVRGFEAGANDYLSKPFNKQEL 879
consensus !! ! * !!!!!*!!!!!!!!!!!!!!! !!!!*!!!!!!!!!!!!! !**!!!!!!!!!!!!!!!!!!!!!!!

logo AAR IRVAHLTASKAELMRHRI ENAKQVLEQKSELKRHQRAEMVEASLLETQGRLLEQLESAPEAI ILCLVKREDGNQKRVRFANEAAACKRLFKRRSTLPE
NTDB id 133321 PN96 RS01560 WP 020333918.1 AARIRAHLTASKAEMRHIENKVLESELRQRAEVEASLLETQGRLLEQLESAPEAIICLREDQRVRFANEAACKLFKRSLE 911
NTDB id 1143 A1552VC RS01965 WP 001883436.1 AARIVAHLTASKAELRRIENAQLQKELKHRAMVEASLLETQGRLLEQLESAPEAILCVKEGNKVRFANEAAARLFRRTPE 959
consensus !!!! !!!!!!!!!*!*!!! ! !!**!! !!!!!!!!!!!!!!!!!!!!!!!*!**! **!!!!!!!!**!!*!**!
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VLKRLPEQGSGLDQAVMYI FNVGGGSAVNATAR IHNLETAVEAVLSRS
NTDB id 133321 PN96 RS01560 WP 020333918.1 QIKRSSADELIAPKFLTVKQPHYCGKIDIYIGDIRQNIEADILKLPEGSGLDVMYIFNVGGGANTARIHNLETAVEVLSR 991
NTDB id 1143 A1552VC RS01965 WP 001883436.1 QLKRSNAEELIAPKFLNIEQEHYCGNIDVYVDDVRQHLSADVLRLPQGSGLQAMYIFNVGGSVNAARIHNLETAVEALSS 1039
consensus !*!!! !*!!!!!!!! * !*!!!! !!*!* !*!!** !!*!*!! !!!! !!!!!!!! ! !!!!!!!!!!! !!

logo YAFDEGDKDEKQLQKLKELGGEFTRLADKALSGENKYKQDSKQDELVMRAEVLVEAMTHSALENYWERSVSTGEQSKFTFAEQSGLWRVYLDRSTL
NTDB id 133321 PN96 RS01560 WP 020333918.1 YAFDGDKEQLQKLKELGGEFTRLADKALGNKKDKQEVMREVLVEAMTHALEYWESVTGESKFTFAEQSGLWRVYLDRSTL 1071
NTDB id 1143 A1552VC RS01965 WP 001883436.1 YAFEGDKDKLQKLKELGGEFTRLADKASGEYQSKQDLMRAVLVEAMTSALNYWERVSGQSKFTFAEQSGLWRVYLDRSTL 1119
consensus !!!*!!!* !!!!!!!!!!!!!!!!!! ! !!**!! !!!!!!!*!! !!! !*! !!!!!!!!!!!!!!!!!!!!!



logo QTRTLDKYLMRI ETLPKTPRWRTVLNSS ILDEFYI LEHCKEAQGSPERATHYI EAMQRDKLQKRLLTSE
NTDB id 133321 PN96 RS01560 WP 020333918.1 QTRTLDKYMRIETLPKTPRWRTVLSSIEFILEHCKEQSPERAYIEAQRDKLQRLLTS. 1128
NTDB id 1143 A1552VC RS01965 WP 001883436.1 QTRTLDKYLRIETLPKTPRWRTVLNSLDYILEHCKEAGPERTHIEMQRDKLQKLLTSE 1177
consensus !!!!!!!!*!!!!!!!!!!!!!!! !***!!!!!!! !!! *!! !!!!!!*!!!!*
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