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NTDB id 133176 OY17 RS17705 WP 269800792.1 MTQLGLLKKQESCGSLRQLLKCFTVALLLFGIFYFTFIIYYTQNGILIGTKVVQSSNQELKVVDISKSSYGRIMGLKIGDRITEI 85
NTDB id 91 BSU 31690 NP 391047.2 ...............MKNLIKKFTIAVIVLSILYISYTTYISMNGIIIGTKIHKNDKSQFMIEEISESSYGQFVGLRQGDIILKI 70
consensus ******************!*!*!!*!*** ! ! ** ! * !!!*!!!!** * *!! !!!! *!!* !! ! !
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NTDB id 133176 OY17 RS17705 WP 269800792.1 NGGKPKKENIYGSYLAKIKYLKVERDGRLIELKNIEFIYLDSPYSFFSYIIPCIFFLLSLICIFYIFKVNLRKDSVSAYILICFL 170
NTDB id 91 BSU 31690 NP 391047.2 NKEKPSDKHLKWGYLSHINSLDILRSGKKIHLKDFDLVTLNRPYSFFLFVLPLFFYFLSIICIFYILKVNKKRRSFAAYILILLL 155
consensus ! !! ** !! *! ! * ! !* !*!! * * ! !!!!! ***!* !* !!*!!!!!! !!! ** ! !!!!!* !
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NTDB id 133176 OY17 RS17705 WP 269800792.1 LCISIAYLSAGGVTRGYRINRYINLYTFLAVPVLYLNFLHQYFKELKVKFSRGIYVGLLYLLPLINILLELFRDRIGHH..LIVS 253
NTDB id 91 BSU 31690 NP 391047.2 LDISIAYISAGGPFRGHIINRYINLFTFISSPILYLQFIQRYLGEIGKTFLNR..ISFLYIIPIFNLGIEFFQDYLQVDIDFLAT 238
consensus !*!!!!!*!!!!* !!* !!!!!!!*!!* !*!!!*!** ! !* ! *** !!**!* !* *! ! ! * **** * *
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NTDB id 133176 OY17 RS17705 WP 269800792.1 LNLLTFLLEMIVVYVSLILYQIKHRKKDFSYLLKVLLVSNTIAFLPFSLLYIAPLIIFGQYVYSAVVTAPFLLLIPLALVYQFVV 338
NTDB id 91 BSU 31690 NP 391047.2 LNLVSFATLTLFSFSAIYLHLNKYKYAEHSFILKLLILTNTLSFAPFLIFFVLPIIFTGNYIFPALASASLLVLIPFGLVYQFVA 323
consensus !!!**! * * * !* !** **!**!!*!***!!* ! !! * ** !*! !*!***!* *!* !*!!! *!!!!!!
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NTDB id 133176 OY17 RS17705 WP 269800792.1 NKIYNIDFLLGRLRYYCLLAVIPTIGIVWVFVVFINKNKNFDTFQITLFVFLIMLAVFYFKEVLDFKFRLKRFSEKYNYQDSIFK 423
NTDB id 91 BSU 31690 NP 391047.2 NKMFDIEFILGRMRYYALLAMIPTLLIVGALVLFDVMDIQMNPVRQTVFFFVVMFAVFYFKEVMDFKFRLKRFSEKFNYQDSIFK 408
consensus !!** !*!*!!!*!!!*!!!*!!!* !! !*! * * !*! !**! !!!!!!!!*!!!!!!!!!!!!*!!!!!!!!
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NTDB id 133176 OY17 RS17705 WP 269800792.1 YTQLLKSVSALNQVFMNLKKTILDVLPVSKAYIFEINSDGDILYFDKQNSEPNWQPYKKEFDKVTSEIGKIIEVNQGFLMKIGER 508
NTDB id 91 BSU 31690 NP 391047.2 YTQLMRGVTSLQQVFKELKNTILDVLLVSKAYTFEVTPDHKVIFLDKHEVGPDWNFYQEEFENVTSEIGKIIEVNQGFLMKVGER 493
consensus !!!!** !* !*!!! !! !!!!!!*!!!!! !!* *!* *** !!* ! !**! !!* !!!!!!!!!!!!!!!!!!*!!!
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NTDB id 133176 OY17 RS17705 WP 269800792.1 GANSYVLLCLSSINTPRLTRDEISWLKTLSFYTSVSMENILQIEELMNHLQDLKQQGSNPVWLKKLMFTIEEKQRSDLARDLHDS 593
NTDB id 91 BSU 31690 NP 391047.2 GGSSYVLLCLSNINTPRLTRDEISWLKTLSFYTSVSMENVLHIEELMEHLKDLKQEGTNPIWLKKLMFAIEEKQRSGLARDLHDS 578
consensus !* !!!!!!!! !!!!!!!!!!!!!!!!!!!!!!!!!!!*!*!!!!! !! !!!! !*!!*!!!!!!! !!!!!!! !!!!!!!!



logo VLQDL I SLKRQCELFLAGDFKKDDEENPCQRELEVQDKLHVQMNEQMSDVI LSMTRETCHELRPQLLYDLGLVKALVSKLTVAQQQERAVPFHIR
NTDB id 133176 OY17 RS17705 WP 269800792.1 VLQDLISLKRQCELFLADFKK.EEPCQLEVQDKLHQMNEQMSDVILMTRETCHELRPQLLYDLGLVKAVSKLTAQQQERAPFHIR 677
NTDB id 91 BSU 31690 NP 391047.2 VLQDLISLKRQCELFLGDFKKDDNPCREEVQDKLVQMNEQMSDVISMTRETCHELRPQLLYDLGLVKALSKLVAQQQERVPFHIR 663
consensus !!!!!!!!!!!!!!!!*!!!!** !! !!!!!!*!!!!!!!!!! !!!!!!!!!!!!!!!!!!!!!!*!!! !!!!!! !!!!!
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NTDB id 133176 OY17 RS17705 WP 269800792.1 LNTGRFTAALDLDTQLNLYRIIQEFLSNAMKHSQANEVLIMLISIQNKVILHYEDDGVGCNQEEGGGQSMSMGLSGIKERVRALD 762
NTDB id 91 BSU 31690 NP 391047.2 LNTGRFTASLDLDSQLNLYRIIQEFLSNAVKHSQATDVLIMLISIQNKIVLHYEDDGVGFDQEKNTEHSMSMGLSGIKERVRALD 748
consensus !!!!!!!! !!!!*!!!!!!!!!!!!!!!*!!!!! *!!!!!!!!!!!**!!!!!!!!!* !! *!!!!!!!!!!!!!!!!!

logo GRLMKRIDETSEGKNGFKADI E I
MEL

NTDB id 133176 OY17 RS17705 WP 269800792.1 GRMKIDTSEGNGFKADIEMEL 783
NTDB id 91 BSU 31690 NP 391047.2 GRLRIETSEGKGFKADIEIEL 769
consensus !!**!*!!!! !!!!!!!*!!
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