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NTDB id 133070 Csca RS09360 WP 029163458.1 MSDRKIENKRQGGFGGGHMGGMGNGEKAKNFKSTMNKLLQYLKPYRLSIIIVIIFAIGSAAFSIIGPKILGKATTKLFEGLVNKV 85
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NTDB id 133070 Csca RS09360 WP 029163458.1 MGVKGAAIDFSYIGYIAILLLALYVVSAVFSIIQGYIVSGVAQKVSYNFRKEIDEKINRMPLKYFDKRTHGEVLSRITNDVDTVS 170
NTDB id 370 SMU RS04260 WP 002263294.1 ......KIDLDKIGEIALTLALLYFAGALVSYTASFIVSTLIQKFSQRLRNAIADKINKVPLKYFDSHSQGDTLSRVTNDVDLMT 136
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NTDB id 133070 Csca RS09360 WP 029163458.1 QSLNQSMSQIITSVVTIIGVLIMMLSISWQMTLVALLILPVSMVLITGVIKKSQKYFKSQQEYLGHVNGQVEEIYSGHNIVKAFN 255
NTDB id 370 SMU RS04260 WP 002263294.1 QSFNQSLVSMVAAIILLIGSIFMMIKTNGALAATAILSVFAGFVLSTVIMAKSQPLFKKQQANLADVSGYVEEVYSGHNVVSSYN 221
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NTDB id 133070 Csca RS09360 WP 029163458.1 REEEAVKNFEEVNDVLYSSAWKSQFLSGMMMPIMTFIGNIGYVAVSILGGWLAIKKTIEVGDILSFVQYVRSFTQPISQVAQIAN 340
NTDB id 370 SMU RS04260 WP 002263294.1 AIQQSKKQFENLNDQLFASMWKSQFFSGIMMPLMQFIGNFGYVMVCIVGATMAINGDITMGTIVAFMTYVRIFTQPIAQIAQGIT 306
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NTDB id 370 SMU RS04260 WP 002263294.1 QLQSANAAMGRVFEFLDEEEIEDENHKVKQLEKVEGNVNFDNVFFGYSPDKTIIHDFSAHAKAGQKIAIVGPTGAGKTTIVNLLM 391
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NTDB id 133070 Csca RS09360 WP 029163458.1 RFYDLNSGSILIDGHDIKDFTREDLRSMFGMVLQDTWLFNGEIMENIRYGKLDALDKDVVEAAKSAHVHHFVKTLPKGYNMELNE 510
NTDB id 370 SMU RS04260 WP 002263294.1 RFYEVDRGMISIDGVNIHDMTRKEVHDAFAMVLQDTWLFEGTVKENLIYNQKHITDEQVIAAAKAVGVHHFIKTLPKGYDTVLDD 476
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NTDB id 133070 Csca RS09360 WP 029163458.1 EASNVSQGQKQLLTIARALLKDPKILILDEATSSIDTRTEVLIQKAMENLMKGRTSFIIAHRLSTIRDADLILVMNDGDIVEQGS 595
NTDB id 370 SMU RS04260 WP 002263294.1 .SVTLSVGQKQLLTIARALLKDAPLLILDEATSSVDTRTEELIQRAMDHLMEGRTSFVIAHRLSTIRNADLILVMRDGNIIEQGS 560
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NTDB id 133070 Csca RS09360 WP 029163458.1 HQELLEANGFYASLYNSQFENAYAS 620
NTDB id 370 SMU RS04260 WP 002263294.1 HDQLMAENGFYADLYNSQFTEEVA. 584
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