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NTDB id 596 KW2 RS08720 WP 021037686.1 71
NTDB id 132918 SSAL8618 RS07965 WP 038676610.1 7
NTDB id 494 SM12261 RS04305 WP 000942409.1 MLQWIKNFSIPLIYLSFLLLWLYYAIFSSYLALLGFVFLLVCLFIQFPWKSAGKVLII .. 7
NTDB id 522 SMSK321 RS04965 WP 000942453.1 MLQWIKNFJIPLIYLSFLLLWLYYAIFSPSYLALLGFVFLLVCLFIQFMWKSAGKVL I 7
NTDB id 189 SPR RS04300 WP 000942407.1 MLQWIKNFSIPLIYLSFLLLWLYYAIFSEASYLALLGFVFLLVCLFIQFPWKSAGKVL I I . 77
NTDB id 223 SPD RS04540 WP 000942407.1 MLQWIKNFSIPLIYLSFLLLWLYYAIFSISYLALLGFVFLLVCLFIQFPWKSAGKVLI I s 7
NTDB id 264 KZH43 RS04200 WP 000942407.1 MLQWIKNFSIPLIYLSFLLLWLYYATIFSEASYLALLGFVFLLVCLFIQFPWKSAGKVL T T S 7
NTDB id 154 SP RS04735 WP 000942394.1 MLQWIKNFSIPLIYLSFLLLWLYYAIFSINSYLALLGFVFLLVCLFIQFPWKSAGKVLITHRMCGIFGFWFVFQNWQQSQA 7
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NTDB id 596 KW2 RS08720 WP 021037686.1 151
NTDB id 132918 SSAL8618 RS07965 WP 038676610.1 Q Q 157
NTDB id 494 SM12261 RS04305 WP 000942409.1 SQNLADSVERVRILPDT KVNGDSLSFRGK DGRIFQVYYKLQSEEEKEAFQALTDLHEIGLEGKLSEP GQRNFGGF Y 157
NTDB id 522 SMSK321 RS04965 WP 000942453.1 SQNL DSVEMVRILPDT KVNGDSLSFRGKADGRIFQVYYKLQSEEEKEWFQEMLTRALH [RLEGKLSEPEGERNFGGF Y 157
NTDB id 189 SPR RS04300 WP 000942407.1 KVNGDSLSFRGKADGRIFQVYYKLQSEEEKEAFQALTDLHEIGLEGKLSEPEGQRNFGGFNY 157
NTDB id 223 SPD RS04540 WP 000942407.1 KVNGDSLSFRGKADGRIFQVYYKLQSEEEKEAFQALTDLHEIGLEGKLSEPEGQRNFGGFNY 157
NTDB id 264 KZH43 RS04200 WP 000942407.1 KVNGDSLSFRGKADGRIFQVYYKLQSEEEKEAFQALTDLHEIGLEGKLSEPEGQRNFGGFNY 157
NTDB id 154 SP RS04735 WP 000942394.1 SQNLADSVERVRILPDT KVNGDSLSFRGK GREWFQVYYKLQSEEEKEAFQALTDLHEIGLEGKLSEPEGQRNFGGFNY| 157
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NTDB id 596 KW2 RS08720 WP 021037686.1 227
NTDB id 132918 SSAL8618 RS07965 WP 038676610.1 Q 237
NTDB id 494 SM12261 RS04305 WP 000942409.1 QAYLKTQGIYQTLEIK 237
NTDB id 522 SMSK321 RS04965 WP 000942453.1 QAYLKTQGIYQTLNIK GSWD GENLSSLRRKAVVWIKTHFPDPMRNYMTGLLLGHLDTDFEEMNELYSSLGI 237
NTDB id 189 SPR RS04300 WP 000942407.1 GSWDIGENLSSLRRKAVVWIKTHFPDPMRNYMTGLLLGHLDTDFEEMNELYSSLGI 237
NTDB id 223 SPD RS04540 WP 000942407.1 GSWDIGENLSSLRRKAVVWIKTHFPDPMRNYMTGLLLGHLDTDFEEMNELYSSLGI 237
NTDB id 264 KZH43 RS04200 WP 000942407.1 GSWDIGENLSSLRRKAVVWIKTHFPDPMRNYMTGLLLGHLDTDFEEMNELYSSLGI 237
NTDB id 154 SP RS04735 WP 000942394.1 237
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NTDB id 596 KW2 RS08720 WP 021037686.1 304
NTDB id 132918 SSAL8618 RS07965 WP 038676610.1 317
NTDB id 494 SM12261 RS04305 WP 000942409.1 317
NTDB id 522 SMSK321 RS04965 WP 000942453.1 317
NTDB id 189 SPR RS04300 WP 000942407.1 317
NTDB id 223 SPD RS04540 WP 000942407.1 317
NTDB id 264 KZH43 RS04200 WP 000942407.1 317
NTDB id 154 SP RS04735 WP 000942394.1 317
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