logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id
id
id
id
id
id

1021 ACIAD RS00975 WP 004930462.1
114 BSU 16110 NP 389493.1

626 LCA RS04960 WP 011374694.1

599 KW2 RS05940 WP 021037268.1

525 SMSK321 RS06295 WP 000705298.1
267 KZH43 RS05590 WP 000705306.1
226 SPD RS05990 WP 000705306.1

192 SPR RS05715 WP 000705306.1

157 SP RS06205 WP 000705306.1

497 SM12261 RS05565 WP 000705318.1
132905 SSAL8618 RS05810 WP 038676132.1
407 SMU RS04605 WP 002262865.1

consensus

logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id
id
id
id
id
id

1021 ACIAD RS00975 WP 004930462.1
114 BSU 16110 NP 389493.1

626 LCA RS04960 WP 011374694.1

599 KW2 RS05940 WP 021037268.1

525 SMSK321 RS06295 WP 000705298.1
267 KZH43 RS05590 WP 000705306.1
226 SPD RS05990 WP 000705306.1

192 SPR RS05715 WP 000705306.1

157 SP RS06205 WP 000705306.1

497 SM12261 RS05565 WP 000705318.1
132905 SSAL8618 RS05810 WP 038676132.1
407 SMU RS04605 WP 002262865.1

consensus

logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id
id
id
id
id
id

1021 ACIAD RS00975 WP 004930462.1
114 BSU 16110 NP 389493.1

626 LCA RS04960 WP 011374694.1

599 KW2 RS05940 WP 021037268.1

525 SMSK321 RS06295 WP 000705298.1
267 KZH43 RS05590 WP 000705306.1
226 SPD RS05990 WP 000705306.1

192 SPR RS05715 WP 000705306.1

157 SP RS06205 WP 000705306.1

497 SM12261 RS05565 WP 000705318.1
132905 SSAL8618 RS05810 WP 038676132.1
407 SMU RS04605 WP 002262865.1

consensus

of el

QGQRQ

1%l

E=

A~

TEN .

el BC TRy vosE D!

MITI....LSSHHEHTI@IWYVLQHELSGFKEMEEFGDC . JTA
LIGWWEADP . . .

PNEIE S

EKMLAQLQTHTHH. .

%k >k 5k %k >k %k %k %k k %k k

[t

QGLYWWWNENT SGLA{GRADINAHIAGALQRIGINNGT VIGTG [¢§JYP

1 LA

NeRY

KAKI|¢

SIMYTVSGLAKGIDTA H|R A |\QWENYTIAVIGTGLD FYP
ANINRVIVSGLAKGIDTAAHMAALQNGG
ANIARVIVSGLAKGIDTAAHMAALQNGG
BNIARVIVSGLAKGIDTAAHMAALQNGG
ANIARVIVSGLAKGIDTAAHMAALQNGG
ANIARVIVSGLAKGIDTAAHMAALQNGG
ANIASVIVSGLAKGIDTAAHMAALQNGG
AN IVSGLA GIDTMAHMEALENIGRYTIAVIGTGLDV

VI SGLA GIDTAAHIRA LISSIGGINTIAVIGTGLDVIYPKIAN RLQDYI
* %k % %

IS

WN:ILINK EFJSKIP SFSILDD[§YP
KFPSFSILDD[®YP
KFPSFSILDD[®YP
KFPSFSILDD[®YP
KFPSFSILDD@®YP
KFPSFSILDD[®YP

U1k ]

KT

SKLAX

AAWLSTSH

I

. YIRK@SI#ROM . .
. VIJQEIBLI®GIoNE

. VIJQE|RLI®G|oNE

. VIJQEIRLIRGIoES

. VIJQE|RLI®GIoNE

. VIJQEIRLIRGIoES

. VIJQEIRLI®GIoNE

. QIRK|®S|®R/))

TQKS|HS|HR|Y)

* % % *

v LA

*kkk |

TI VI [EGERYP

TIAVIGTGLDVFYPK
TIAVIGTGLDVFYPK
TIAVIGTGLDVFYPK
TIAVIGTGLDVFYPK
TIAVIGTGLDVFYPK
TIAVIGTGLDVFYPK

Do Dok D rrkx | 1 x

WAIRS AL RS

* ok kx

.. IVEPDRPAF§ESQE@IPYQRREFPEHIGQESEQSIQ . FQ
PKLPRVLAAYRERGINEIPHSSKQIHWIRK SEREYP AN ATLE
TEQASEQSTTLQRQCIDHEVRTTY LERSMIK Dy RIALETHL PIARHBAGRCDIARIBNTQ .
INKFESFSILDDIMYPIRJLIIETY JgPVL FY[@GN DLLKIS
LEIYDE\PVLLEFYKGNLDLLK]|
LYEIYDE\PVLLFYKGNLDLLK]|a
LEIYDE\PVLLFYKGNLDLLK]
LYEIYDE\PVLLEFYKGNLDLLK]|
LEIYDE\PVLLFYKGNLDLLK]
LYEIYDE\PVLLEFYKGNLDLLK]|
Li@:#lY JZPVLL Y[RGNLDLLE)S
LIQYIY |3PVLLEY[NG LDLLEW:

kokokok | oskokokok | x

NKRLQDYI
NKRLQDYI
NKRLQDYI
NKRLQDYI
NKRLQDYI

YPKIRINKRALQDY

| %k % *

(STA BRI

U0V sel e e POk L L K Ry

Risw N

VG 'Ry
AL () A
ARJVGSRINXENEIGHMK SV K
AVVGSRECSIENGIAKSVEK
AVVGSREICSIQNGIAKSVEK
AVVGSREICSINGENKSVEK
AVVGSREICSIANGIAKSVEK
AVVGSREICSENGEIKSVEK
AVVGSREICSIENGIAK SVEK
AVVG RJACSIMNGIENS VK
AVVGSRIFAS[NUIGEEN | VIMK

FoLTEl x

AY[EKQVEN

AVVGSRKPiPHﬁRQVAYDF

WIHLVLSEYGPGEQPLK
IHLVLSEYGPGEQPLK
MHLVLSEYGPGEQPLK
MHLVLSEYGPGEQPLK
MHLVLSEYGPGEQPLK
MHLVLSEYGPGEQPLK
BUHLVL EYGPGEQPLK
BUHL LSEYANSIOPLK

* %k % | * %k %k

QPQRESDWQKLGLHANHEKRLEEVH. . TL

HYSKQEEQ

* ok *

MVICTEADve el o et e ek

142
133
133
127
128
128
128
128
128
128
126
126

221
212
210
205
206
206
206
206
206
206
204
204



bR

LERLEE DA o),

e

NTDB id 1021 ACIAD RS00975 WP 004930462.1 301
NTDB id 114 BSU 16110 NP 389493.1 URNRII GLEJAGVIV)Y KB SGSLITINEAME GR VFA PGS DI [€G LIQ 292
NTDB id 626 LCA RS04960 WP 011374694.1 l 3| SGSLITIWIRAIR R V AIPGIHIDRIL S[MGC 288
NTDB id 599 KW2 RS05940 WP 021037268.1 S RSGSLITCERAJREEGRD FAIPGNIADGESDGC HLIQ GAKLV)4Y Q E RN 282
NTDB id 525 SMSK321 RS06295 WP 000705298.1 ARNRITAGLCRGVIVAEAK RSGSLITCERAMEEGRDVFAIPGSILDGLSDGCHHLIQEGAKLVTSGQD e 282
NTDB id 267 KZH43 RS05590 WP 000705306.1 ARNRITAGLCRGVIVAEAK RSGSLITCERAMEEGRDVFAIPGSILDGLSDGCHHLIQEGAKLVTSGQD e 282
NTDB id 226 SPD RS05990 WP 000705306.1 RSGSLITCERAMEEGRDVFAIPGSILDGLSDGCHHLIQEGAKLVTSGQD Ce e 282
NTDB id 192 SPR RS05715 WP 000705306.1 RSGSLITCERAMEEGRDVFAIPGSILDGLSDGCHHLIQEGAKLVTSGQD e 282
NTDB id 157 SP RS06205 WP 000705306.1 RSGSLITCERAMEEGRDVFAIPGSILDGLSDGCHHLIQEGAKLVTSGQD Ce e 282
NTDB id 497 SM12261 RS05565 WP 000705318.1 ARNRITAGLCRGVIVAEAK RSGSLITCERAMEEGRDVFAIPGSILDGLSDGCHHLIQEGAKLVTSGQD e 282
NTDB id 132905 SSAL8618 RS05810 WP 038676132.1 ElANRNESIEINe () (€Al VMEAK RSGSLITCERAMEEGRDVFAIPGWILDGIWSDGCHHLIQEGAK[® T GI3D 279
NTDB id 407 SMU RS04605 WP 002262865.1 JARNRITAGLBINGV VAEAK RSGSLITCERAMEEGRDVFEN PGRIILDG[NS GCHHLIQEGAK[{® TSG)3D e 280
consensus sl P Dok | D skskoskoksk |oskoskox rrrrnd k| okoskokoskokokosk ok ok ok |1 sk ok ok ok * 1k [ (R T * * %
logo

LT EASC  EANADDS KK TDDADL " DDL L LYXRL LW DD LIDXRIL AR YRS TAEL TAXRL T ELELLC V. | O0OSCRYLR RS
NTDB id 1021 ACIAD RS00975 WP 004930462.1 HSQSTASGEANADDSGKTDDADLPDDLLPLYQLLDWQGQDLDQLAQHYQGSTAELTAQLMELELLGVCIQQSGRYLRCRS 381
NTDB id 114 BSU 16110 NP 389493.1 0 297
NTDB id 626 LCA RSO04960 WP 011374604 . 1 e e e e e e e e e e e e e e e e e e e e e e e e e e e e e e e e e e e e e e e e e e e e e e e e e e e e 288
NTDB id 599 KW2 RS05940 WP 021037268 . 1 it et e e e e e e et e e e e e e e e e e e e et e e e e e e e e e e e e e e e e e e e e e e e e 282
NTDB id 525 SMSK321 RS06295 WP 000705208 . 1 Lt e e e e e e e e e e e e e e e e e e e e e e e e e e e e e e e e e e e e e e e e e e e e e e e e e e e e e e 282
NTDB id 267 KZH43 RS05590 WP 000705306 . 1 ittt et e et e i e et e e e e e e e e e e e e e e et e e e e e e e e e e e e e e e e e e e 282
NTDB id 226 SPD RS05990 WP 000705306 . 1 it e e e e e e e e e e e et e e e e e e e e e e e e e e e e e e e e e e e e e e e e e e e e e e e e e e e e e e e e 282
NTDB id 192 SPR RSO5715 WP 000705306 . 1 e e e e e et e et e et e e e e e e e e e e et e e e e e e e e e e e e e e e e e e e e e e e e e e e e e 282
NTDB id 157 SP RS06205 WP 000705306. 1 et e e e et e e e e et e et e e e e e e e e e e e e e e e e e e e e e e e e e e e e e e e e e e e e e e 282
NTDB id 497 SM12261 RSO5565 WP 000700318 . 1 Lt et e e e e e e e e e e e e e e e e e e e e e e e e e e e e e e e e e e e e e e e e e e e e e e e e e e e e e e e 282
NTDB id 132905 SSALB618 RS05810 WP 088676132, 1 . . i ittt et e e e e e e e e e e e e e e e e e e e e e e e e e e e e e e e e e e e e e e e 279
NTDB id 407 SMU RSO04605 WP 002262865 . 1 it e e e e e e e et e e e e e e e e e e e e e e e e e e e e e e e e e e e e e e e e e e e e e e e e e e e e e e e e e 280
consensus
logo
NTDB id 1021 ACIAD RS00975 WP 004930462.1 PY 383
NTDB id 114 BSU 16110 NP 389493.1 .. 297
NTDB id 626 LCA RS04960 WP 011374694.1 .. 288
NTDB id 599 KW2 RS05940 WP 021037268.1 .. 282
NTDB id 525 SMSK321 RS06295 WP 000705298.1 .. 282
NTDB id 267 KZH43 RS05590 WP 000705306.1 .. 282
NTDB id 226 SPD RS05990 WP 000705306.1 .. 282
NTDB id 192 SPR RS05715 WP 000705306.1 .. 282
NTDB id 157 SP RS06205 WP 000705306.1 .. 282
NTDB id 497 SM12261 RS05565 WP 000705318.1 .. 282
NTDB id 132905 SSAL8618 RS05810 WP 038676132.1 .. 279
NTDB id 407 SMU RS04605 WP 002262865.1 .. 280
consensus

X non conserved
B similar
>50% conserved



