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NTDB id 1021 ACIAD RS00975 WP 004930462.1 ......MITI....LSSHHYHTIKVWYVLQHSLSGFKKLIHYFGDC.ETALQPQRLSDWQKLGLHANHLKRLEEVH..TL 67
NTDB id 114 BSU 16110 NP 389493.1 MDQAAVCLTICRINQLLSPSLLLKWWKADP.................SMSLTSPVL..........QTVTRDQIKAAALK 53
NTDB id 626 LCA RS04960 WP 011374694.1 ..............MLTKNQLLLKVHLAAGFGTISELRLAAWLSTSHNWALSALEI..........AQIARLPERY..WP 54
NTDB id 599 KW2 RS05940 WP 021037268.1 ...............MITNFDLFRW.KKAGMTNLGVNKLLKFFRK.YDRKISLRQM..........GQVAQV..KS..IP 49
NTDB id 525 SMSK321 RS06295 WP 000705298.1 ..............MKITNYEIYKL.KKSGLTNQQILKVLEYGEN.VDQELLLGDI..........ADISGC..RN..PA 50
NTDB id 267 KZH43 RS05590 WP 000705306.1 ..............MKITNYEIYKL.KKSGLTNQQILKVLEYGEN.VDQELLLGDI..........ADISGC..RN..PA 50
NTDB id 226 SPD RS05990 WP 000705306.1 ..............MKITNYEIYKL.KKSGLTNQQILKVLEYGEN.VDQELLLGDI..........ADISGC..RN..PA 50
NTDB id 192 SPR RS05715 WP 000705306.1 ..............MKITNYEIYKL.KKSGLTNQQILKVLEYGEN.VDQELLLGDI..........ADISGC..RN..PA 50
NTDB id 157 SP RS06205 WP 000705306.1 ..............MKITNYEIYKL.KKSGLTNQQILKVLEYGEN.VDQELLLGDI..........ADISGC..RN..PA 50
NTDB id 497 SM12261 RS05565 WP 000705318.1 ..............MKITNYEIYKL.KKSGLTNQQVLAVLEYGEN.VDQELLLGDI..........AEISGC..RN..PA 50
NTDB id 132905 SSAL8618 RS05810 WP 038676132.1 ................MNNFELFKL.KAAGLTNLNIINILDYQKT.QDRKLSLRDM..........AVVSKS..KN..AV 48
NTDB id 407 SMU RS04605 WP 002262865.1 ................MDNFQLFKL.KKAGLTNLNILNIIDYEER.TQKSLSLRDM..........AVVSKN..KK..PL 48
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NTDB id 1021 ACIAD RS00975 WP 004930462.1 QGQQQFEKMLAQLQTHTDF....IVTPDDPAYPSQLIPYQDRPPILFGQGSIQSLIQ.PQIAVVGSRKPSPHGRQVAYDF 142
NTDB id 114 BSU 16110 NP 389493.1 NEIEQFYPKLPRVLAAYREQGINTIPISSKQYPFWLKSIYDPPAVLFAKGDMTLLSKGRKIGIVGTRNPTAYGKQVVNHL 133
NTDB id 626 LCA RS04960 WP 011374694.1 TFQASFQSTTLQRQCIDHEVRTTYLTILDKDYPQRLLETYLPPVLLFYRGDLRLLKQ.PCLAVVGARQATHYSKQSLEQL 133
NTDB id 599 KW2 RS05940 WP 021037268.1 NFIEQYKNQDV.KKLRADYKKFSSFSILDDLYPERLREIYNPPVLIFYQGNIDLLKN.PKLAFVGSRLAGQSGIKSVQKI 127
NTDB id 525 SMSK321 RS06295 WP 000705298.1 VFMERYFQIDD.AHLEKEFKKIPSFSILDDCYPWDLSEIYDAPVLLFYKGNLDLLKF.PKVAVVGSRSCSKQGAKSVEKI 128
NTDB id 267 KZH43 RS05590 WP 000705306.1 VFMERYFQIDD.AHLSKEFQKFPSFSILDDCYPWDLSEIYDAPVLLFYKGNLDLLKF.PKVAVVGSRACSKQGAKSVEKV 128
NTDB id 226 SPD RS05990 WP 000705306.1 VFMERYFQIDD.AHLSKEFQKFPSFSILDDCYPWDLSEIYDAPVLLFYKGNLDLLKF.PKVAVVGSRACSKQGAKSVEKV 128
NTDB id 192 SPR RS05715 WP 000705306.1 VFMERYFQIDD.AHLSKEFQKFPSFSILDDCYPWDLSEIYDAPVLLFYKGNLDLLKF.PKVAVVGSRACSKQGAKSVEKV 128
NTDB id 157 SP RS06205 WP 000705306.1 VFMERYFQIDD.AHLSKEFQKFPSFSILDDCYPWDLSEIYDAPVLLFYKGNLDLLKF.PKVAVVGSRACSKQGAKSVEKV 128
NTDB id 497 SM12261 RS05565 WP 000705318.1 VFMERYFQIDD.AHLEKEFQKFPSFSILDDCYPWDLSEIYDAPVLLFYKGNLDLLKF.PKVAVVGSRACSKQGAKSVEKV 128
NTDB id 132905 SSAL8618 RS05810 WP 038676132.1 LFMEKYKSLDI.KQLKEQFERFPTLSIFDKEYPIELKHAYNPPVLLYYQGNLDLLSK.PKLAVVGARKCSETGKQSVRKI 126
NTDB id 407 SMU RS04605 WP 002262865.1 IFMEHYKNLDS.KALRKEFNRFPSLSILDKEYPLELKNIYNPPVLLFYQGDLDLLAR.PKLAVVGSRNASQMGVAAVKKI 126
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NTDB id 1021 ACIAD RS00975 WP 004930462.1 SYFLSEKGFYITSGLAHGIDEAAHQGSLVH.HRAIAVVGTGLDLCYPSGNKALKQHIRDQGGAIVSEFLPGTPPLQAHFP 221
NTDB id 114 BSU 16110 NP 389493.1 TKEICRKGWVIVSGLASGIDGMSHAASIKAKGRTIGVIAGGFQHIYPRENLQLADHMAK.HHILLSEHPPETKPQKWHFP 212
NTDB id 626 LCA RS04960 WP 011374694.1 LQGLT.A.TTIISGLAQGADAMAHEVALQRGLAPIGVIGTGINCSYPPQNEHLQQVVAE.KGLLLSEYALGTPARRYQFP 210
NTDB id 599 KW2 RS05940 WP 021037268.1 VTELN.QSFTIVSGLAKGIDTASHLSAIKTKTPTIAVIGTGLDIFYPLENRKIQEYLAK.YQLVLSEYSLGEKPLKYHFP 205
NTDB id 525 SMSK321 RS06295 WP 000705298.1 IQGLE.NELVIVSGLAKGIDTAAHMAALQNGGKTIAVIGTGLDVFYPKANKRLQDYISN.DHLVLSEYGPGEQPLKFHFP 206
NTDB id 267 KZH43 RS05590 WP 000705306.1 IQGLE.NELVIVSGLAKGIDTAAHMAALQNGGKTIAVIGTGLDVFYPKANKRLQDYIGN.DHLVLSEYGPGEQPLKFHFP 206
NTDB id 226 SPD RS05990 WP 000705306.1 IQGLE.NELVIVSGLAKGIDTAAHMAALQNGGKTIAVIGTGLDVFYPKANKRLQDYIGN.DHLVLSEYGPGEQPLKFHFP 206
NTDB id 192 SPR RS05715 WP 000705306.1 IQGLE.NELVIVSGLAKGIDTAAHMAALQNGGKTIAVIGTGLDVFYPKANKRLQDYIGN.DHLVLSEYGPGEQPLKFHFP 206
NTDB id 157 SP RS06205 WP 000705306.1 IQGLE.NELVIVSGLAKGIDTAAHMAALQNGGKTIAVIGTGLDVFYPKANKRLQDYIGN.DHLVLSEYGPGEQPLKFHFP 206
NTDB id 497 SM12261 RS05565 WP 000705318.1 IQGLE.NELVIVSGLAKGIDTAAHMAALQNGGKTIAVIGTGLDVFYPKANKRLQDYIGN.DHLVLSEYGPGEQPLKFHFP 206
NTDB id 132905 SSAL8618 RS05810 WP 038676132.1 VSELG.NHFTIVSGLARGIDTCAHMEALKNKGNTIAVIGTGLDVYYPKENKALQDYMAK.NHLVLTEYGPGEQPLKYHFP 204
NTDB id 407 SMU RS04605 WP 002262865.1 IQDLS.KQFVIISGLARGIDTAAHLASLKSGGATIAVIGTGLDVHYPKENRRLQDYIAK.NHLLLSEYEAQSQPLKYHFP 204
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NTDB id 1021 ACIAD RS00975 WP 004930462.1 RRNRIVSGLSLGVLVVEATLKSGSLITANKAAEQGKVVFAIPGHIYSEFHQGCHQLIREGAILVDHPEQIIEDLALPTHW 301
NTDB id 114 BSU 16110 NP 389493.1 MRNRIISGLSEGVIVVQGKEKSGSLITAYQALEQGREVFAVPGSLFDPYAGGPIKLIQQGAKAIWSAEDIFEELPERNVQ 292
NTDB id 626 LCA RS04960 WP 011374694.1 ARNKIIAGLCHSLIVTEARHKSGSLITANLALQANRNVYAIPGRIDQSLSQGCNQLIAAGATPLLDKNILIEELRYFD.. 288
NTDB id 599 KW2 RS05940 WP 021037268.1 ERNRIIAGLSRGVVVVEAKLRSGSLITCERALEEGRDIFAIPGNIADGTSDGCNHLIQQGAKLVYQAQDILEEYLYN... 282
NTDB id 525 SMSK321 RS06295 WP 000705298.1 ARNRIIAGLCRGVIVAEAKMRSGSLITCERAMEEGRDVFAIPGSILDGLSDGCHHLIQEGAKLVTSGQDVLAEFEF.... 282
NTDB id 267 KZH43 RS05590 WP 000705306.1 ARNRIIAGLCRGVIVAEAKMRSGSLITCERAMEEGRDVFAIPGSILDGLSDGCHHLIQEGAKLVTSGQDVLAEFEF.... 282
NTDB id 226 SPD RS05990 WP 000705306.1 ARNRIIAGLCRGVIVAEAKMRSGSLITCERAMEEGRDVFAIPGSILDGLSDGCHHLIQEGAKLVTSGQDVLAEFEF.... 282
NTDB id 192 SPR RS05715 WP 000705306.1 ARNRIIAGLCRGVIVAEAKMRSGSLITCERAMEEGRDVFAIPGSILDGLSDGCHHLIQEGAKLVTSGQDVLAEFEF.... 282
NTDB id 157 SP RS06205 WP 000705306.1 ARNRIIAGLCRGVIVAEAKMRSGSLITCERAMEEGRDVFAIPGSILDGLSDGCHHLIQEGAKLVTSGQDVLAEFEF.... 282
NTDB id 497 SM12261 RS05565 WP 000705318.1 ARNRIIAGLCRGVIVAEAKMRSGSLITCERAMEEGRDVFAIPGSILDGLSDGCHHLIQEGAKLVTSGQDVLAEFEF.... 282
NTDB id 132905 SSAL8618 RS05810 WP 038676132.1 ERNRIISGLCQGVMVVEAKLRSGSLITCERAMEEGRDVFAIPGNILDGKSDGCHHLIQEGAKCITTGFDILSEFS..... 279
NTDB id 407 SMU RS04605 WP 002262865.1 ERNRIIAGLSQGVMVAEAKIRSGSLITCERAMEEGRDVFVVPGNILDGQSEGCHHLIQEGAKCITSGFDILNEFNF.... 280
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NTDB id 1021 ACIAD RS00975 WP 004930462.1 HSQSTASGEANADDSGKTDDADLPDDLLPLYQLLDWQGQDLDQLAQHYQGSTAELTAQLMELELLGVCIQQSGRYLRCRS 381
NTDB id 114 BSU 16110 NP 389493.1 YTEPF........................................................................... 297
NTDB id 626 LCA RS04960 WP 011374694.1 ................................................................................ 288
NTDB id 599 KW2 RS05940 WP 021037268.1 ................................................................................ 282
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NTDB id 267 KZH43 RS05590 WP 000705306.1 ................................................................................ 282
NTDB id 226 SPD RS05990 WP 000705306.1 ................................................................................ 282
NTDB id 192 SPR RS05715 WP 000705306.1 ................................................................................ 282
NTDB id 157 SP RS06205 WP 000705306.1 ................................................................................ 282
NTDB id 497 SM12261 RS05565 WP 000705318.1 ................................................................................ 282
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