logo

NTDB id 132881 SSAL8618 RS01360 WP 021143498.

NTDB id 291 STER RS01205 WP 011680685.1
NTDB id 323 STU RS10650 WP 011225396.1
consensus

logo

NTDB id 132881 SSAL8618 RS01360 WP 021143498.

NTDB id 291 STER RS01205 WP 011680685.1
NTDB id 323 STU RS10650 WP 011225396.1
consensus

logo

NTDB id 132881 SSAL8618 RS01360 WP 021143498.

NTDB id 291 STER RS01205 WP 011680685.1
NTDB id 323 STU RS10650 WP 011225396.1
consensus

logo

NTDB id 132881 SSAL8618 RS01360 WP 021143498.

NTDB id 291 STER RS01205 WP 011680685.1
NTDB id 323 STU RS10650 WP 011225396.1
consensus

logo

NTDB id 132881 SSAL8618 RS01360 WP 021143498.

NTDB id 291 STER RS01205 WP 011680685.1
NTDB id 323 STU RS10650 WP 011225396.1
consensus

logo

NTDB id 132881 SSAL8618 RS01360 WP 021143498.

NTDB id 291 STER RS01205 WP 011680685.1
NTDB id 323 STU RS10650 WP 011225396.1
consensus

AL N A TR T TIVTIRL LR A e

MKAIITFLLIFCVIVVFHEFGHFFFAKRSGILVREFAIGMGPKIFAHTGKDGTVYTIRILPLGGYVRMAGWGEDTTEIKT,
MKAIITFLLIFCVIVVFHEFGHFFFAKRSGILVREFAIGMGPKIFAHTGKDGTVYTIRILPLGGYVRMAGWGEDTTEIKT,

MKAIITFLLIFCVIVVFHEFGHFFFAKRSGILVREFAIGMGPKIFAHTGKDGTVYTIRILPLGGYVRMAGWGEDTTEIKT
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U A ARRILIRAE AL LU VAT TER AN

GSPASLT GEIDGKVRRINLSDRQVDQTALPMNVTAYDLEDKLTITGLVLIJETKTYEVDHDATIVEEDGTELRIAPKDVQY]
GSPASLTLGKDGKVRRINLSDRQVDQTALPMNVTAYDLEDKLTITGLVLGETKTYEVDHDATIVEEDGTELRIAPKDVQY]
GSPASLTLGKDGKVRRINLSDRQVDQTALPMNVTAYDLEDKLTITGLVLGETKTYEVDHDATIVEEDGTELRIAPKDVQY

DA ORI A S LA DR WD D

|

|
QNASIWGRLITNFAGPMNNFILGVLVFIILAFVQGGVQDISTNIAIQVA GGAAQV GLKENGDAIIMAINKDKVTDWDSLKE
QNASIWGRLITNFAGPMNNFILGVLVFIILAFVQGGVQDTSTNLIQVANGGAAQVSGLKTGDAIVAINKDKVTDWDSLKE
QNASIWGRLITNFAGPMNNFILGVLVFIILAFVQGGVQDTSTNLIQVANGGAAQVSGLKTGDAIVAINKDKVTDWDSLKE

LSO TR R GA  RAE g

ALINENTQKFSKGDSLSVTVKRSNGQEETISVKPQERQGSYFLGVSPRLKTELKDKIFGGFQMAWEGAIPYILYENLKGLITN
ALRENTQKFSKGDSLSVTVKRSNGQEETISVKPQESQGSYFLGVSPVLKTGLKDKIFGGFQMAWEGATAILATLKGLITN
ALRENTQKFSKGDSLSVTVKRSNGQEETISVKPQKSQGSYFLGVSPVLKTGLKDKIFGGFQMAWEGATAILATLKGLITN

AUNL VG S LI LIIFL D AR L LAY

FSLNKLGGPVAMFQOMSAQASENGLISIL LMGMLSINLGIFNLIPIPALDGGKIVMNIIEAIRRKPLNQEIESYITLAGY|
FSLNKLGGPVAMFQOMSAQASESGLISILDLMGMLSINLGIFNLIPIPALDGGKIVMNITIEAIRRKPLNQEIESYITLAGV
FSLNKLGGPVAMFQMSAQASESGLISILDLMGMLSINLGIFNLIPIPALDGGKIVMNIIEAIRRKPLNQEIESYITLAGYV|

4/ AT A

A MVVLMIAVTWNDIMRAFF 420
AVMVVLMIAVTWNDIMRAFF 420
AVMVVLMIAVTWNDIMRAFF 420

X non conserved
B similar
>50% conserved

160
160
160

240
240
240

320
320
320

400
400
400



