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NTDB id 1131 NGFG RS05740 WP 003695064.1 ...MSLNKVILIGRLGRDPEVRYMPNGEAVCNFSVATSETWNDRN.GQRVERTEWHNITMYRKLAEIAGQYLKKGGLVYL 76
NTDB id 1103 NMB RS07590 WP 002212976.1 ...MSLNKVILIGRLGRDPEVRYMPNGEAVCNFSVATSETWNDRN.GQRVERTEWHNITMYRKLAEIAGQYLKKGGLVYL 76
NTDB id 1390 A4U84 RS00055 WP 021115958.1 ..MAGVNKVIIVGNLGNDPDMRTMPNGDAVATLSVATSESWNDKMTGERREVTEWHRIVFFRRQAEVAGQYLRKGSKVYV 78
NTDB id 132704 OM33 RS02190 WP 038638172.1 .MARGINKVILVGNLGQDPEVRYMPNGNAVANITLATSDSYKDKNTGQLVDKTEWHRVVFFGKLAEVVGEYCRKGSQIYV 79
NTDB id 1166 A1552VC RS00795 WP 000168289.1 MASRGVNKVILIGNLGQDPEVRYMPSGGAVANITIATSETWRDKATGEQKEKTEWHRVTLYGKLAEVAGEYLRKGSQVYI 80
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NTDB id 1131 NGFG RS05740 WP 003695064.1 EGRIQSRKYQGKDGIERTAYDIVAN....EMKMLGGRNENSG.GAPYDEGYGQS.......................QEA 128
NTDB id 1103 NMB RS07590 WP 002212976.1 EGRIQSRKYQGKDGIERTAYDIVAN....EMKMLGGRNENSG.GAPYEEGYGQS.......................QEA 128
NTDB id 1390 A4U84 RS00055 WP 021115958.1 EGKLKTRKWQDQNGQDRYTTEIQGD....VLQMLDSRSSGGDFGGNQGSGWNQA.........PAQTNYNQGGYSD.... 141
NTDB id 132704 OM33 RS02190 WP 038638172.1 EGKLQTRKWQDQQGQDKYTTEIVVDGFTGQMQMLGGRGE..NAGGNAGGGFQQQNQQQSGFAPQQSQGFNQGGQQQQGGF 157
NTDB id 1166 A1552VC RS00795 WP 000168289.1 EGQLQTRKWQDQSGQDRYSTEVVVQGYNGIMQMLGGRAQ..QGGMPAQGGMNVPAQQGSWGQP................. 141
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FDDDIPF
NTDB id 1131 NGFG RS05740 WP 003695064.1 YQRPAQQSRQPAPDA.......PSH.........PQE.....APAAPRRQPVPAAAPVEDIDDDIPF 174
NTDB id 1103 NMB RS07590 WP 002212976.1 YQRPAQQSRQPASDA.......PSH.........PQE.....APAAPRRQPVPAAAPVEDIDDDIPF 174
NTDB id 1390 A4U84 RS00055 WP 021115958.1 ..NYAQN..........................NNFNGGNATRPQPAQKPAAQAEPPMDNFDDDIPF 180
NTDB id 132704 OM33 RS02190 WP 038638172.1 NQQPAQQQSAPAQQSGGFAPQQGGQQQSGGFAPQQQSGGFAPKQNAPQGGASNPMEPPIDFDDDIPF 224
NTDB id 1166 A1552VC RS00795 WP 000168289.1 .QQPAKQH.QPMQQS................AP.............QQYSQPQYNEPPMDFDDDIPF 177
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