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NTDB id 1028 TT RS08215 WP 011173991.1 EALKEALEVQKGLPRAKPLGEILVELGLARPEDVEEALQKQRRGGGRLEDTLVQSGKLRPEALAQAVATQLGYPYVDPEE 397
NTDB id 1306 DR RS10060 WP 027479822.1 DQLREALQVQAREGKVKPLGEVITELGFASPDEVDSALQKQNVGGGRLEDTLVQSGKLSPEMLARSLAAQLGYEFLDPIQ 397
NTDB id 1168 A1552VC RS11070 WP 000957200.1 ..............MLTNLVAILRQAELISATQEQAVVTQVSASGTSVPEALLELSIFHAQELTEQLSHIFGLPETDLSR 66
NTDB id 1293 VP RS12240 WP 005479695.1 ..............MHSNLSTILRQKGLLTFSQEESLIEQVKASGISMPEALLSSGFFTSSELAEHLSSIFGLSQPELSQ 66
NTDB id 1401 DSB67 RS12665 WP 010643259.1 ..............MLTNLSTVLRQAGILTFSQEESLLEQVKASGISMPEALLSSGFFQSHELTEHLSSVFGLSCTSLNQ 66
NTDB id 1110 NGFG RS09235 WP 003689817.1 ..............MSVGLLRILVQNQVVTVEQAEHYYNESQ.AGKEVLPMLFSDGVISPKSLAALIARVFSYSILDLRH 65
NTDB id 1251 GCO85 RS07725 WP 011946523.1 ......MALATEEYRLQGIGQLLVLEKLLDKTKAIELHKLAAAEKISLLQYIVKNKILSAEQIALTAAQNFGVPMLDINC 74
NTDB id 132692 XFHB RS12645 WP 088578454.1 ....MNTSHSANLVGITGIARRLVQDGSIEEATARTAQNQAMAAKVPLPQWLIDKKLVSTAKLAAANALEFGMPLLDVSA 76
NTDB id 1058 ABD1 RS01615 WP 001274986.1 ......MSALHTSPKFTGFFRRLVEEKHVSAATMQTALDAAKRAKQDTVAYLIEEVHLSPSLLAETISAEFAEPYFDLDV 74
NTDB id 1018 ACIAD RS01685 WP 004920473.1 ......MSAFTTPPKFSGFIRRLVEEGYVNAQNMQQALEKAKKFKQDIVPYLIDNFSISPLTIAEIISLEFGEPLLDLGV 74
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NTDB id 1028 TT RS08215 WP 011173991.1 DPPDPGAPLLLPEDLCRRYGVFPHRLEGNRLVLLMKDPRNILALDDVRLALKRKGLNYEVAPAVATEAAITKLIERFYGK 477
NTDB id 1306 DR RS10060 WP 027479822.1 NPPDPKVALMIPEATARRYVVVPVRLQGNSLVVAMKDPRNVFALDDLKLITG.....KEILPAVMAEKDIIRLIERYFGE 472
NTDB id 1168 A1552VC RS11070 WP 000957200.1 YDYANLCQQLGLRELITRYDALPIAKQGNLLLLAVSDPTLLQAEEEFRFATG.....LQVELALADHRALQAAIRRLYGR 141
NTDB id 1293 VP RS12240 WP 005479695.1 YEYASLCQQLGLRELITRHNALPLHRTPSTLLLAVADPTNQQAEDDFRFATG.....LQVELVLADFRELSTAIRRLYGR 141
NTDB id 1401 DSB67 RS12665 WP 010643259.1 YEYASLCQTLGLRDLITRHNALPLNRTSSTLILAVADPTNLQAEDDFRFATG.....LQVELVLADFRELTAAIRRLYGR 141
NTDB id 1110 NGFG RS09235 WP 003689817.1 YPRHRVLMGVLTEEQMVEFHCVPVFRRGDKVFFAVSDPTQMPQIQKTVSAAG.....IAVELVIVEDDQLAGLLDWVGSR 140
NTDB id 1251 GCO85 RS07725 WP 011946523.1 IDVGTIPVNLVNEKLIKRHAMVPLFSRGTNLYLATDDPSKQASLKEIQFHTG.....LNTHAIVVETDKLSALIDNLLTA 149
NTDB id 132692 XFHB RS12645 WP 088578454.1 FDHNHNAMSLVDEELLQKHRVLPLFKRGNRLFVGISNPTQTQALDDIKFHTN.....LVVEPILVDEDQIRRTLEQWQSR 151
NTDB id 1058 ABD1 RS01615 WP 001274986.1 YDTSQIPKDLVDQKLILKHRILPLIQRGQILYVATSNPSNIEAIDAIRFNSK.....LLVEPVIVEHHKLEKVLGQHFAE 149
NTDB id 1018 ACIAD RS01685 WP 004920473.1 FDPALFLKDKIDEKLIQKYRIMPLVHRGHVLYVATSNPTNIEAMDAIRFNSK.....LKVEPIIVEHDKLERLLSEHFVE 149
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NTDB id 1028 TT RS08215 WP 011173991.1 AELSEI......AKEFAK........KQAEEEV..PSPLELDESAAQKFVKQVIREAFLQDASDIHIEPRQNDVQVRLRI 541
NTDB id 1306 DR RS10060 WP 027479822.1 KGFEKL......NKELAE........RNKTQQSQEADLSVADESAIVQVVDSIIREAALQDASDIHIETTEDAVKVRYRI 538
NTDB id 1168 A1552VC RS11070 WP 000957200.1 SIQGAANQGKEISQDELANLVKVSDD.....ELQSIEDLSQDDSPVSRFINQVLLDAVRKGASDIHFEPYENQYRIRLRC 216
NTDB id 1293 VP RS12240 WP 005479695.1 SLSHEKSGLKEINQEELASLVDVGAD.....EIDNIEDLSQDESPVSRYINQILLDAVRKGASDIHFEPYEKMYRVRLRC 216
NTDB id 1401 DSB67 RS12665 WP 010643259.1 SLGQEKSGLKEINQDELAGLVDIGED.....EIENIEDLSQDESPVSRYINQILLDAVRKGASDIHFEPYENMYRVRLRC 216
NTDB id 1110 NGFG RS09235 WP 003689817.1 STSLLQ.ELGEGQ.............EEEESHTLYIDNEEAEDGPVPRFIHKTLSDALRSGASDIHFEFYEHNARIRFRV 206
NTDB id 1251 GCO85 RS07725 WP 011946523.1 KESQGLSEYVEDSGDL.EG.LEISADDED..QDIDTATSVTDDAPIVKFVNKILLDAIRQGASDIHFEPYEREYRIRYRQ 225
NTDB id 132692 XFHB RS12645 WP 088578454.1 SGALSS.ALEEEDNGI.EG.LDIGGGDDDGASGDTGIDAKSDDTPVVKFVNKVLIDAIRRGASDIHFEPYEEDYRVRFRI 228
NTDB id 1058 ABD1 RS01615 WP 001274986.1 ESSFDF.NDEEFDLDV.N....L...DGPTAQEDEEEAPQGDEAPIVKYINKLLIDAIRMGASDLHFEPYEKSYRVRYRV 220
NTDB id 1018 ACIAD RS01685 WP 004920473.1 ETHFNF.DTEELDLDV.E....V...DPHTTDDDDEDDKLKDEAPIVKYINKLLIDAIRMSASDLHFEPYEKSYRVRYRV 220
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NTDB id 1028 TT RS08215 WP 011173991.1 DGALRPYSTLPKGALNAVISVVKIMGGLNIAEKRLPQDGRVRY..REGAIDVDLRLSTLPTVYGEKAVMRLLKKASDIPE 619
NTDB id 1306 DR RS10060 WP 027479822.1 DGALREQNSFPKGAAQQIMARLKIMGHLDIAERRVPQDGRVRF..KKGSIDLDLRLSTLPTVYGEKAVMRLLQKASNIPE 616
NTDB id 1168 A1552VC RS11070 WP 000957200.1 DGILVETQQPASHLSRRLAARIKILSKLDIAERRLPQDGRIKLRLSR.DTAIDMRVSTLPTLWGEKIVLRLLDSSAANLD 295
NTDB id 1293 VP RS12240 WP 005479695.1 DGILIETQQPPNHLSRRLSARIKILSKLDIAERRLPQDGRIKLKLNQ.DTAIDMRVSTLPTLFGEKIVLRLLDSSSASLD 295
NTDB id 1401 DSB67 RS12665 WP 010643259.1 DGILIEIQQPPSHLSRRLSARIKILSKLDIAERRLPQDGRIKLKLNQ.DTAIDMRVSTLPTLFGEKIVLRLLDSSSAALD 295
NTDB id 1110 NGFG RS09235 WP 003689817.1 DGQLREVVQPPIAVRGQLASRIKVMSRLDISEKRIPQDGRMQLTFQKGGKPVDFRVSTLPTLFGEKVVMRILNSDAASLN 286
NTDB id 1251 GCO85 RS07725 WP 011946523.1 DGILHEVATPPASLSSRITARIKVMSNLDISERRIPQDGGFKMKISK.SRAIDFRVSTCPTSAGEKVVMRVLDSGAAKLG 304
NTDB id 132692 XFHB RS12645 WP 088578454.1 DGLLKGVAKAPNKLNQRIAARLKVMSQLDIAEKRVPQDGRIKLNVSK.TKQVDFRVSTLPTLFGEKVVLRILDGSAAKLG 307
NTDB id 1058 ABD1 RS01615 WP 001274986.1 DGVLRQIANPPLQLANRLASRLKVMSQMDISEKRVPQDGRIKLKLSK.SKAIDFRVNSLPTLFGEKLVLRILDPSSAMLG 299
NTDB id 1018 ACIAD RS01685 WP 004920473.1 DGVLRLIATPPLQLATRLASRLKVMSQMDISEKRVPQDGRIKLKMSK.SKTIDFRVNSLPTLFGEKIVLRILDPASAMLG 299
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NTDB id 1028 TT RS08215 WP 011173991.1 IEDLGFAPGVFERFKEVISKPYGIFLITGPTGSGKSFTTFSILKRIATPDKNTQTIEDPVEYEIPGINQTQVNPQAGLTF 699
NTDB id 1306 DR RS10060 WP 027479822.1 LEQLGFSEYNYARYTEIIERPNGIFLVTGPTGSGKSFTCFSTLKRIAKPEKNTTTIEDPIEYEVPGIVQSQVNNSTGMTF 696
NTDB id 1168 A1552VC RS11070 WP 000957200.1 IDKLGYNPQQKQLYLNALKRPQGMILMTGPTGSGKTVSLYTGLRILNTSQINISTAEDPVEINLSGINQVQVQPKIGFGF 375
NTDB id 1293 VP RS12240 WP 005479695.1 IDKLGYSEQQKQLYLEALRRPQGMILMTGPTGSGKTVSLYTGLNILNKPEINISTAEDPVEINLSGINQVQVQPKIGFGF 375
NTDB id 1401 DSB67 RS12665 WP 010643259.1 INKLGYSDSQKQLYLDALRRPQGMILMTGPTGSGKTVSLYTGLSILNKPEINISTAEDPVEIYLPGINQVQVQPKIGFGF 375
NTDB id 1110 NGFG RS09235 WP 003689817.1 IDQLGFEPFQKKLLLEAIHRPYGMVLVTGPTGSGKTVSLYTCLNILNTESVNIATAEDPAEINLPGINQVNVNDKQGLTF 366
NTDB id 1251 GCO85 RS07725 WP 011946523.1 IEALGFNPVQRTNFLKAIQRPQGMILVTGPTGSGKTVTLYTALNILNTIEVNISTAEDPVEIKVPGINQVNINPKAGLTF 384
NTDB id 132692 XFHB RS12645 WP 088578454.1 IDKLGYEADQQTLFMEAIHKPYGMVLVTGPTGSGKTVSLYTALGILNDETRNISTAEDPVEIRLPGVNQVQQNNKRGMTF 387
NTDB id 1058 ABD1 RS01615 WP 001274986.1 IDALGYEEDQKALFMEALDKPQGMLLITGPTGSGKTVSLYTGLNILNTESSNISTAEDPVEINLEGINQVNVNPKVGLTF 379
NTDB id 1018 ACIAD RS01685 WP 004920473.1 IDALGYEPEQKALFMEALNKPQGMLLITGPTGSGKTVSLYTGLNILNTEHANISTAEDPVEINLEGVNQVNVNPKVGLTF 379
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NTDB id 1028 TT RS08215 WP 011173991.1 ARALRAFLRQDPDIIMVGEIRDSETAKIATEAALTGHLVIATLHTNDAAQAITRLDEMGVEPFNISAALIGVLSQRLVRR 779
NTDB id 1306 DR RS10060 WP 027479822.1 ARALRAFLRQDPDIIFVGEIRDQETAKIAVEAALTGHMVLATLHTNDAPGAVTRLEEMGIENFNISAAVMGVLAQRLVRR 776
NTDB id 1168 A1552VC RS11070 WP 000957200.1 AEALRSFLRQDPDVVMVGEIRDLETAEIAVKAAQTGHLVLSTLHTNSAAETVIRLANMGVEPFNLASSLSLIIAQRLARR 455
NTDB id 1293 VP RS12240 WP 005479695.1 AEALRSFLRQDPDVVMVGEIRDLDTAEIAIKASQTGHLVLSTLHTNSAAETIIRLSNMGVESFNLASSLSLIIAQRLARK 455
NTDB id 1401 DSB67 RS12665 WP 010643259.1 AEALRSFLRQDPDVVMVGEIRDLDTAEIAIKASQTGHLVLSTLHTNSAAETVIRLSNMGVESFNLASSLSLIIAQRLARK 455
NTDB id 1110 NGFG RS09235 WP 003689817.1 AAALKSFLRQDPDIIMVGEIRDLETADIAIKAAQTGHMVFSTLHTNNAPATLSRMLNMGVAPFNIASSVSLIMAQRLLRR 446
NTDB id 1251 GCO85 RS07725 WP 011946523.1 SGALRSFLRQDPDIIMVGEIRDLETAEIAIKAAQTGHLVLSTLHTNSAAETLNRLVNMGIPTFNIASSVTLIIAQRLARK 464
NTDB id 132692 XFHB RS12645 WP 088578454.1 AAALRSFLRQDPDVIMVGEIRDLETAEIAIKAAQTGHMVLSTLHTNDAPQTIARLMNMGIAPYNITSSVTLVIAQRLARR 467
NTDB id 1058 ABD1 RS01615 WP 001274986.1 AAALKSFLRQDPDIIMVGEIRDLETAEIAIKAAQTGHMVMSTLHTNSAPETLTRLRNMGVPSFNIATSVNLVIAQRLARR 459
NTDB id 1018 ACIAD RS01685 WP 004920473.1 AAALRSFLRQDPDIIMVGEIRDLETAEIAIKAAQTGHLVMSTLHTNNAAETLTRLRNMGVASFNIATSVNLVIAQRLARR 459
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NTDB id 1028 TT RS08215 WP 011173991.1 VCEHCKVEV.KPDPETLRRLGLSEAEIQ..GARLYKGMGCERCGGTGYKGRYAIHELLVVDDEIRHAIVAGKSATEIKEI 856
NTDB id 1306 DR RS10060 WP 027479822.1 VCSECKQPT.NADPEVLRRLGISERDIR..GANLMRGTGCPRCGGTGYKGRMGIHELMVMDDSLRRTIGAGRPAAEIRDV 853
NTDB id 1168 A1552VC RS11070 WP 000957200.1 LCKHCKIAV.RPSALLQSQFAFQPNEI....LYEANAAGCNECT.GGYSGRVGIYEVMAFNTELAEAIMQRASIHQIERL 529
NTDB id 1293 VP RS12240 WP 005479695.1 LCPYCKQPQ.EHTVQL.QHLGIQTTDN....IFRANPDGCNECT.HGYSGRTGIYEVMRFDESLSEALIKGASVHELEKL 528
NTDB id 1401 DSB67 RS12665 WP 010643259.1 LCPYCRQPQ.EPNSQL.QHIGIANTEQ....IFQANPDGCNECT.HGYSGRTGIYEVMKFDESLSEALIKGASVHELEKL 528
NTDB id 1110 NGFG RS09235 WP 003689817.1 LCSSCKQEVERPSASALKEVGFTDEDLA.KDWKLYRAVGCDRCRGQGYKGRAGVYEVMPISEEMQRVIMNNGTEVGILDV 525
NTDB id 1251 GCO85 RS07725 WP 011946523.1 LCNQCKAVRDDFTNQGLIELGFKEADLV..NLKLYKAVGCEQCT.SGYRGRVGLFEVLPMTKELGQLIMSGGNSLDILKL 541
NTDB id 132692 XFHB RS12645 WP 088578454.1 LCNKCKRPV.QLPTNALLAEGFTQEQI.DAGLELYEPVGCDECT.EGYKGRTGIYQVMPITEGISSIILAGGNALQIAEE 544
NTDB id 1058 ABD1 RS01615 WP 001274986.1 LCSQCKIPA.DIPKQSLLEMGFTEQDLAHPDFRVFQPVGCLECR.EGYKGRVGIYEVMKVTPEISKIIMEDGNALEIAAA 537
NTDB id 1018 ACIAD RS01685 WP 004920473.1 LCSQCKRPI.QVPERSLLEMGFTPEDLAQPEFQIFEPVGCHDCR.EGYKGRVGIYEVMKITPEISKIIMEDGNALEIAAT 537
consensus *! !* ** * * ***** ** * ** **!! *!* !!*!!******* ****** *** ******* *
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NTDB id 1028 TT RS08215 WP 011173991.1 AR.RKGMKTLREDGLYKALQGITTLEEVLARTIE 889
NTDB id 1306 DR RS10060 WP 027479822.1 ALGESGLRSLRQDGIEKALQGLTTLEEVLAVTAS 887
NTDB id 1168 A1552VC RS11070 WP 000957200.1 AK.ANGMQTLQESGLEKLREGITSFAELQRVLYF 562
NTDB id 1293 VP RS12240 WP 005479695.1 AI.ANGMSTLQMSGIEKLKQGITSFSELQRVLYF 561
NTDB id 1401 DSB67 RS12665 WP 010643259.1 AI.ANGMQTLQMSGIEKLKQGITSFRELQRVLYF 561
NTDB id 1110 NGFG RS09235 WP 003689817.1 AY.KEGMVDLRRAGILKIMQGITSLEEVTANTND 558
NTDB id 1251 GCO85 RS07725 WP 011946523.1 AQ.SEGMLTIFQSGIEKVKEGITTIEEVNRVTVD 574
NTDB id 132692 XFHB RS12645 WP 088578454.1 AQ.RIGINDLRQSALLKVAQGITGLAEINRVTKD 577
NTDB id 1058 ABD1 RS01615 WP 001274986.1 SE.KLGFNNLRRSGLKKVMQGVTSLQEVNRVTSE 570
NTDB id 1018 ACIAD RS01685 WP 004920473.1 AE.TLGFNNLRRSGLKKVMQGVTSLQEINRVTSE 570
consensus * !***** ****!***!*!** !***** *

X non conserved

X similar

X ≥ 50% conserved


