
logo MFHLLGAQQNQKLKRRRFFCPVCGGELAVKLGLQKAPHFAHKQNKSCAS IDI EPESAYHLEGKRQLYVWLKTQRASP I LEPYIKRTI
NTDB id 132322 OB04 RS06320 WP 250540528.1 MFHLLGAQQNQKLKRRRFFCPVCGGELAVKLGLQKAPHFAHKQNKSCSIDIEPESAYHLEGKRQLYVWLKTQRASPILEPYIKTI 85
NTDB id 123 BSU 11530 NP 389035.1 MFHLLGAQQNQKLKRRRFFCPVCGGELAVKLGLQKAPHFAHKQNKSCAIDIEPESAYHLEGKRQLYVWLKTQRASPILEPYIRTI 85
consensus !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!! !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!*!!

logo NQRPDVMARIKEHML
VAVEYQCATIAPDVFQKRTEGFKQEGI IPQWIMGYSRLKRTASSFYQLSATFHWQF INASPYREL ICYCPER

NTDB id 132322 OB04 RS06320 WP 250540528.1 NQRPDVMARIKEHMVAVEYQCATIAPDVFQKRTEGFKQEGIIPQWIMGYSRLKRTASSFYQLSAFHWQFINASPYRELICYCPER 170
NTDB id 123 BSU 11530 NP 389035.1 NQRPDVMARIKEHMLAVEYQCATIAPDVFQKRTEGFKQEGIIPQWIMGYSRLKRTASSFYQLSTFHWQFINASPYRELICYCPER 170
consensus !!!!!!!!!!!!!!*!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!! !!!!!!!!!!!!!!!!!!!!!

logo RSFLRLSHI IPFYTNHSYSSVQTIP IHRAGADGDLFFTEPKPS IQYSGWTKAIHRFRHKPHRFNSKETNRLRLQLMFYEKRQTPSFSFL
NTDB id 132322 OB04 RS06320 WP 250540528.1 RSFLRLSHIIPFYTNHSYSSVQTIPIHRAGADDLFFTEPKPSIQYSGWTKAIHRFRHKPHRFNSKETNRLRQMFYEKRQTSFSFL 255
NTDB id 123 BSU 11530 NP 389035.1 RSFLRLSHIIPFYTNHSYSSVQTIPIHRAGAGDLFFTEPKPSIQYSGWTKAIHRFRHKPHRFNSKETNRLRLLFYEKRQTPFSFL 255
consensus !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!! !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!! *!!!!!!!*!!!!

logo PTEVFVPVRKGAVFKSPVFVWQGFLYLFMTDLGDGKRAP IRFSAVLQQCKLHIHKNKNIALRFSECSEECLSEAVKQYIDFLCKKGFL
NTDB id 132322 OB04 RS06320 WP 250540528.1 PTEVFVPVRKGAVFKSPVFVWQGFLYLFMTDLGDKRAPIRFSAVLQQCKLHIHKKNIALRFECSEECLSEAVKQYIDFLCKKGFL 340
NTDB id 123 BSU 11530 NP 389035.1 PTEVFVPVRKGAVFKSPVFVWQGFLYLFMTDLGGKRAPIRFSAVLQQCKLHIHNKNIALRSECSEECLSEAVKQYIDFLCKKGFL 340
consensus !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!! !!!!!!!!!!!!!!!!!!! !!!!!! !!!!!!!!!!!!!!!!!!!!!!!!

logo RETQKEVYVLNQPAGGIHSMQDL I ERDRSCF IVE
NTDB id 132322 OB04 RS06320 WP 250540528.1 RETQKEVYVLNQPAGGIHSMQDLIERDRSCFVE 373
NTDB id 123 BSU 11530 NP 389035.1 RETQKEVYVLNQPAGGIHSMQDLIERDRSCFIE 373
consensus !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!*!
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