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NTDB id 600 KW2 RS01765 WP 011675413.1 MATKKKTNFDDITKKYGAERDKALADALALIEKDFGKGSLMRLGEA.ANQKVSVVSSGSLALDIALGAGGYPKGRIVEIY 79
NTDB id 228 SPD RS09265 WP 001085462.1 .MAKKPKKLEEISKKFGAEREKALNDALKLIEKDFGKGSIMRLGER.AEQKVQVMSSGSLALDIALGSGGYPKGRIIEIY 78
NTDB id 194 SPR RS08825 WP 001085462.1 .MAKKPKKLEEISKKFGAEREKALNDALKLIEKDFGKGSIMRLGER.AEQKVQVMSSGSLALDIALGSGGYPKGRIIEIY 78
NTDB id 159 SP RS09750 WP 001085462.1 .MAKKPKKLEEISKKFGAEREKALNDALKLIEKDFGKGSIMRLGER.AEQKVQVMSSGSLALDIALGSGGYPKGRIIEIY 78
NTDB id 527 SMSK321 RS11065 WP 001085454.1 .MAKKPKKLDEISKKFGAEREKALNDALKLIEKDFGKGSIMRLGER.AEQKVQVMSSGSLALDIALGSGGYPKGRIIEIY 78
NTDB id 453 Spy49 1753c ACI62003.1 .MAKKLKKNEEITKKFGDERRKALDDALKNIEKDFGKGAVMRLGER.AEQKVQVMSSGSLALDIALGAGGYPKGRIIEIY 78
NTDB id 408 SMU RS09530 WP 002262392.1 .MAKRIKKTEEITKKFGDERKKALDDALKNIEKDFGKGAVMRLGER.AEQKVQVMSSGSLALDIALGAGGYPKGRIVEIY 78
NTDB id 115 BSU 16940 NP 389576.2 ................MSDRQAALDMALKQIEKQFGKGSIMKLGEK.TDTRISTVPSGSLALDTALGIGGYPRGRIIEVY 63
NTDB id 625 LCA RS02525 WP 011374196.1 ..............MAKDERQAALDAALKKIEKNFGKGSIMRMGEK.VDTQVSTVSSGSLALDEALGVGGYPRGRIVEIY 65
NTDB id 1211 C694 RS00795 WP 000963128.1 .............MAIDEDKQKAISLAIKQIDKVFGKGALVRLGDK.QVEKIDSISTGSLGLDLALGIGGVPKGRIIEIY 66
NTDB id 1214 NCTC11637 00359 SQJ03206.1 .............MAIDEDKQKAISLAIKQIDKVFGKGALVRLGDK.QVEKIDAISTGSLGLDLALGIGGVPKGRIIEIY 66
NTDB id 1334 RA0C RS04870 WP 004918236.1 .......MAKTETTSPNDDKKKALAAVLEKLDKTYGKGTVMKLGDGTVDHNIEVIPSGSLGLDLALGVGGYPKGRIVEIY 73
NTDB id 1123 OK783 RS03845 WP 003688695.1 ...............MSDDKSKALAAALAQIEKSFGKGAIMKMDGSQQEENLEVISTGSLGLDLALGVGGLPRGRIVEIF 65
NTDB id 1165 A1552VC RS01565 WP 000344154.1 ...............MDENKQKALAAALGQIEKQFGKGSIMRLGDN.RAMDVETISTGSLSLDIALGAGGLPMGRIVEIF 64
NTDB id 1205 PSJM300 05545 AFN77183.1 ...............MDENKKRALAAALGQIEKQFGKGAVMRMGDH.DRQAIPSISTGSLGLDIALGIGGLPKGRIVEIY 64
NTDB id 1022 ACIAD RS06390 WP 004925639.1 ...............MDDNKSKALQAALSQIEKQFGKNTVMRLGDN.TVQAVEAVSTGSLTLDIALGIGGLPKGRIVEIY 64
NTDB id 1074 ABD1 RS10195 WP 000344167.1 ...............MDENKSKALQAALSQIEKQFGKNTVMRLGDN.TVQAVEAVSTGSLTLDIALGIGGLPKGRIIEIY 64
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NTDB id 600 KW2 RS01765 WP 011675413.1 GPESSGKTTVALHAVAAVQKEGGIAAFIDAENALDPEYAKALGVNIDELLLSQPDYGEQGLQIAEKLITSGAVDLVVIDS 159
NTDB id 228 SPD RS09265 WP 001085462.1 GPESSGKTTVALHAVAQAQKEGGIAAFIDAEHALDPAYAAALGVNIDELLLSQPDSGEQGLEIAGKLIDSGAVDLVVVDS 158
NTDB id 194 SPR RS08825 WP 001085462.1 GPESSGKTTVALHAVAQAQKEGGIAAFIDAEHALDPAYAAALGVNIDELLLSQPDSGEQGLEIAGKLIDSGAVDLVVVDS 158
NTDB id 159 SP RS09750 WP 001085462.1 GPESSGKTTVALHAVAQAQKEGGIAAFIDAEHALDPAYAAALGVNIDELLLSQPDSGEQGLEIAGKLIDSGAVDLVVVDS 158
NTDB id 527 SMSK321 RS11065 WP 001085454.1 GPESSGKTTVALHAVAQAQKEGGIAAFIDAEHALDPAYAAALGVNIDELLLSQPDSGEQGLEIAGKLIDSGAVDLVVVDS 158
NTDB id 453 Spy49 1753c ACI62003.1 GPESSGKTTVALHAVAQAQKEGGIAAFIDAEHALDPAYAAALGVNIDELLLAQPDSGEQGLEIAGKLIDSGAVDLVVVDS 158
NTDB id 408 SMU RS09530 WP 002262392.1 GPESSGKTTVALHAVAQAQKDGGIAAFIDAEHALDPAYAAALGVNIDELLLSQPDSGEQGLEIAGKLIDSGAVDLVVVDS 158
NTDB id 115 BSU 16940 NP 389576.2 GPESSGKTTVALHAIAEVQQQGGQAAFIDAEHALDPVYAQKLGVNIEELLLSQPDTGEQALEIAEALVRSGAVDIVVVDS 143
NTDB id 625 LCA RS02525 WP 011374196.1 GPESSGKTTVALHAVAEVQKQGGTAAYIDAENAMDPKYATALGVNIDDLLLSQPDTGEQGLEIADALVSSGAVDILVVDS 145
NTDB id 1211 C694 RS00795 WP 000963128.1 GPESSGKTTLSLHIIAECQKNGGVCAFIDAEHALDVHYAKRLGVDTENLLVSQPDTGEQALEILETITRSGGIDLVVVDS 146
NTDB id 1214 NCTC11637 00359 SQJ03206.1 GPESSGKTTLSLHIIAECQKNGGVCAFIDAEHALDVHYAKRLGVDTENLLVSQPDTGEQALEILETITRSGGIDLVVVDS 146
NTDB id 1334 RA0C RS04870 WP 004918236.1 GPESSGKTTLTLHAIAEAQKVGGTAAFIDAEHAFDMHYAEKLGINLEELIVSQPDNGEQALEIADSLIRSGGVDIVVVDS 153
NTDB id 1123 OK783 RS03845 WP 003688695.1 GPESSGKTTLCLEAVAQCQKNGGVCAFVDAEHAFDPVYARKLGVKVEELYLSQPDTGEQALEICDTLVRSGGIDMVVVDS 145
NTDB id 1165 A1552VC RS01565 WP 000344154.1 GPESSGKTTLTLELIAAAQREGKTCAFIDAEHALDPVYAKKLGVNIDELLVSQPDTGEQALEICDALARSGAVDVIVVDS 144
NTDB id 1205 PSJM300 05545 AFN77183.1 GPESSGKTTLTLSVIAAAQRMGSTCAFVDAEHALDPDYAGKLGVNVDDLLVSQPDTGEQALEITDMLVRSNAVDVIIVDS 144
NTDB id 1022 ACIAD RS06390 WP 004925639.1 GPESSGKTTMTLQAIAQCQKAGGTCAFIDAEHALDPQYARKLGVDIDNLLVSQPDHGEQALEIADMLVRSGAIDLIVVDS 144
NTDB id 1074 ABD1 RS10195 WP 000344167.1 GPESSGKTTMTLQAIAQCQKSGGTCAFIDAEHALDPQYARKLGVDIDNLLVSQPDNGEQALEIADMLVRSGAIDLIVVDS 144
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NTDB id 600 KW2 RS01765 WP 011675413.1 VAALVPKAEIDGEIGDSSVGLQARMMSQAMRKLAGHINKTKTTAIFINQLREKVGVM.FGSPETTPGGRALKFYASVRLD 238
NTDB id 228 SPD RS09265 WP 001085462.1 VAALVPRAEIDGDIGDSHVGLQARMMSQAMRKLGASINKTKTIAIFINQLREKVGVM.FGNPETTPGGRALKFYASVRLD 237
NTDB id 194 SPR RS08825 WP 001085462.1 VAALVPRAEIDGDIGDSHVGLQARMMSQAMRKLGASINKTKTIAIFINQLREKVGVM.FGNPETTPGGRALKFYASVRLD 237
NTDB id 159 SP RS09750 WP 001085462.1 VAALVPRAEIDGDIGDSHVGLQARMMSQAMRKLGASINKTKTIAIFINQLREKVGVM.FGNPETTPGGRALKFYASVRLD 237
NTDB id 527 SMSK321 RS11065 WP 001085454.1 VAALVPRAEIDGDIGDSHVGLQARMMSQAMRKLGASINKTKTIAIFINQLREKVGVM.FGNPETTPGGRALKFYASVRLD 237
NTDB id 453 Spy49 1753c ACI62003.1 VAALVPRAEIDGDIGDSHVGLQARMMSQAMRKLSASINKTKTIAIFINQLREKVGVM.FGNPETTPGGRALKFYASVRLD 237
NTDB id 408 SMU RS09530 WP 002262392.1 VAALVPRAEIDGDIGDSHVGLQARMMSQAMRKLSASINKTKTIAIFINQLREKVGIM.FGNPETTPGGRALKFYSSVRLD 237
NTDB id 115 BSU 16940 NP 389576.2 VAALVPKAEIEGDMGDSHVGLQARLMSQALRKLSGAINKSKTIAIFINQIREKVGVM.FGNPETTPGGRALKFYSSVRLE 222
NTDB id 625 LCA RS02525 WP 011374196.1 VAALVPRAEIEGEMGDAHVGLQARLMSQALRKLSGTINKTKTIALFINQIREKVGVM.FGNPEVTPGGRALKFYSTVRLE 224
NTDB id 1211 C694 RS00795 WP 000963128.1 VAALTPKAEIDGDMGDQHVGLQARLMSHALRKITGVLHKMNTTLIFINQIRMKIGMMGYGSPETTTGGNALKFYASVRID 226
NTDB id 1214 NCTC11637 00359 SQJ03206.1 VAALTPKAEIDGDMGDQHVGLQARLMSHALRKITGVLHKMNTTLIFINQIRMKIGMMGYGSPETTTGGNALKFYASVRID 226
NTDB id 1334 RA0C RS04870 WP 004918236.1 VAALTPKAEIDGDMGDSKMGLHARLMSQALRKLTSSISKTKCTVIFINQLRDKIGVM.FGSPETTTGGNALKFYASVRID 232
NTDB id 1123 OK783 RS03845 WP 003688695.1 VAALVPKAEIEGDMGDSHVGLQARLMSQALRKLTGHIKKTNTLVVFINQIRMKIGVM.FGSPETTTGGNALKFYSSVRLD 224
NTDB id 1165 A1552VC RS01565 WP 000344154.1 VAALTPKAEIEGEMGDSHMGLQARMLSQAMRKLTGNLKQSNCMCIFINQIRMKIGVM.FGNPETTTGGNALKFYASVRLD 223
NTDB id 1205 PSJM300 05545 AFN77183.1 VAALVPKAEIEGEMGDAHVGLQARLMSQALRKITGNIKNANCLVIFINQIRMKIGVM.FGSPETTTGGNALKFYASVRLD 223
NTDB id 1022 ACIAD RS06390 WP 004925639.1 VAALTPKAEIEGEMGDSHMGLQARLMSQALRKITGNAKRSNCMVIFINQIRMKIGVM.FGSPETTTGGNALKFYASVRLD 223
NTDB id 1074 ABD1 RS10195 WP 000344167.1 VAALTPKAEIEGEMGDSHMGLQARLMSQALRKITGNAKRSNCMVIFINQIRMKIGVM.FGSPETTTGGNALKFYASVRLD 223
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NTDB id 600 KW2 RS01765 WP 011675413.1 VRGSTKIEEGS.GDNKTQIGKITKIKVVKNKVAPPFKVALVDIMFGEGISSTGELLNIAVEEGIIKKSGAWFAYNDEKIG 317
NTDB id 228 SPD RS09265 WP 001085462.1 VRGNTQIKGTG.DQKETNVGKETKIKVVKNKVAPPFKEAVVEIMYGEGISKTGELLKIASDLDIIKKAGAWYSYKDEKIG 316
NTDB id 194 SPR RS08825 WP 001085462.1 VRGNTQIKGTG.DQKETNVGKETKIKVVKNKVAPPFKEAVVEIMYGEGISKTGELLKIASDLDIIKKAGAWYSYKDEKIG 316
NTDB id 159 SP RS09750 WP 001085462.1 VRGNTQIKGTG.DQKETNVGKETKIKVVKNKVAPPFKEAVVEIMYGEGISKTGELLKIASDLDIIKKAGAWYSYKDEKIG 316
NTDB id 527 SMSK321 RS11065 WP 001085454.1 VRGSTQIKGTG.DQKDTNVGKETKIKVVKNKVAPPFKEAFVEIMYGEGISKTGELLKIASDLDIIKKAGAWYSYKDEKIG 316
NTDB id 453 Spy49 1753c ACI62003.1 VRGTTQIKGTG.DQKDSSIGKETKIKVVKNKVAPPFKVAEVEIMYGEGISRTGELVKIASDLDIIQKAGAWFSYNGEKIG 316
NTDB id 408 SMU RS09530 WP 002262392.1 VRGNTQIKGTG.EQKDSNIGKETKIKVVKNKVAPPFKEAFVEIIYGEGISRTGELVKIASDLGIIQKAGAWYSYNGEKIG 316
NTDB id 115 BSU 16940 NP 389576.2 VRRAEQLKQGN.....DVMGNKTKIKVVKNKVAPPFRTAEVDIMYGEGISKEGEIIDLGTELDIVQKSGSWYSYEEERLG 297
NTDB id 625 LCA RS02525 WP 011374196.1 VRRAETIKNGT.....DMIGNRARIKVVKNKVAPPFKVAEVDIMYGQGISRTGELVDMAVEKDIINKSGSWYSYGSERIG 299
NTDB id 1211 C694 RS00795 WP 000963128.1 IRRIAS....L.KQNEQHIGNRAKAKVVKNKVAPPFREAEFDIMFGEGISKEGEIIDYGVKLDIVDKSGAWLSYQDKKLG 301
NTDB id 1214 NCTC11637 00359 SQJ03206.1 IRRIAA....L.KQNEQHIGNRAKAKVVKNKVAPPFREAEFDIMFGEGISKEGEIIDYGVKLDIVDKSGAWLSYQDKKLG 301
NTDB id 1334 RA0C RS04870 WP 004918236.1 IRRSLSDTGKIKDKSGEVIGNRTKVKVVKNKVAPPFKSAEFDIMYGEGVSKVGEILDVATDLDIIQKSGSWFSYQDTKLG 312
NTDB id 1123 OK783 RS03845 WP 003688695.1 IRRTGS....I.KKGEEVLGNETRVKVIKNKVAPPFRQAEFDILYGEGISWEGELIDIGVKNDIINKSGAWYSYNGAKIG 299
NTDB id 1165 A1552VC RS01565 WP 000344154.1 IRRTGA....I.KEGEEVVGNETRIKVVKNKIAAPFKEANTQIMYGQGFNREGELIDLGVKHKMVEKSGAWYSYNGDKIG 298
NTDB id 1205 PSJM300 05545 AFN77183.1 IRRTGA....V.KEGDEVVGSETRVKVVKNKVAPPFRQAEFQILYGKGIYRNGEIIDLGVQQGLVEKSGAWYAYKGSKIG 298
NTDB id 1022 ACIAD RS06390 WP 004925639.1 IRRIGQ....V.KEGDEIIGSETKVKVVKNKMAPPFREAIFQILYGKGVNQLGELVDLAVQQNIVQKAGAWYSYQGNKIG 298
NTDB id 1074 ABD1 RS10195 WP 000344167.1 IRRIGQ....V.KEGDEIVGSETKVKVVKNKMAPPFKEAIFQILYGKGTNQLGELVDLAVQQDIVQKAGAWYSYQGNKIG 298
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NTDB id 600 KW2 RS01765 WP 011675413.1 QGAEKAKNYLKEHQDVFDEIDHKVRAAHGLLDDSEVAETEEETTASKTKAKAKKEEKAVETEEIELELED........ 387
NTDB id 228 SPD RS09265 WP 001085462.1 QGSENAKKYLAEHPEIFDEIDKQVRSKFGLIDGEEVSEQDTENKKDE....PKKEEA..VNEEVPLDLGDELEIEIEE 388
NTDB id 194 SPR RS08825 WP 001085462.1 QGSENAKKYLAEHPEIFDEIDKQVRSKFGLIDGEEVSEQDTENKKDE....PKKEEA..VNEEVPLDLGDELEIEIEE 388
NTDB id 159 SP RS09750 WP 001085462.1 QGSENAKKYLAEHPEIFDEIDKQVRSKFGLIDGEEVSEQDTENKKDE....PKKEEA..VNEEVPLDLGDELEIEIEE 388
NTDB id 527 SMSK321 RS11065 WP 001085454.1 QGSENAKKYLADNPEVFAEIDHQVRVQFGLIDGEEAAE....SKKDE....VAQVDS..VNEEVTLDLGDELEIEIEE 384
NTDB id 453 Spy49 1753c ACI62003.1 QGSENAKRYLADHPQLFDEIDRKVRVKFGLLEESEEESAMAVASE.......E.......TDDLALDLDNGIEIED.. 378
NTDB id 408 SMU RS09530 WP 002262392.1 QGSENAKKFLADNPEIFDDIDHKVRVQYGLIEEDNTEEKQSSKEK.......ETDEK..ADKNLVLELDDTIELED.. 383
NTDB id 115 BSU 16940 NP 389576.2 QGRENAKQFLKENKDIMLMIQEQIREHYGLDNNGVVQQQAEETQEEL.EFE.E......................... 348
NTDB id 625 LCA RS02525 WP 011374196.1 QGRENAKNYLADHEDVEDEVRLKVRAAYGISDVPEEDLPTTEDE.QI.NILPDDST.....EE............... 355
NTDB id 1211 C694 RS00795 WP 000963128.1 QGRENAKALLKEDKALADEITLKIKESIGSNEEIMPLPDE..PLEEM.E............................. 347
NTDB id 1214 NCTC11637 00359 SQJ03206.1 QGRENAKALLKEDKALADEITLKIKESIGSNEEIMPLPDE..PLEEM.E............................. 347
NTDB id 1334 RA0C RS04870 WP 004918236.1 QGRDTVKELIKDNPELAEELEAKIREKLQAK............................................... 343
NTDB id 1123 OK783 RS03845 WP 003688695.1 QGKDNVRVWLKENPEISDEIDAKIRALNGVEMHITEGTQDETDGER.......P.......EE............... 348
NTDB id 1165 A1552VC RS01565 WP 000344154.1 QGKANACKYLKENPEIAKTLDKKLREMLLNPENMQLIAETSSAADDV.EFGAVP.......EEF.............. 354
NTDB id 1205 PSJM300 05545 AFN77183.1 QGKANAAKYLEENPEIGQEIEQQIRAKLLVTSANTKATPVAEDLADA.DI............................ 347
NTDB id 1022 ACIAD RS06390 WP 004925639.1 QGKNNVIRYLEENPQISTEIEAVIREQLLTKASDQTAA.HDETEEEP.DLL..E.......S................ 349
NTDB id 1074 ABD1 RS10195 WP 000344167.1 QGKNNVIRYFEENNQIAEEIERNIREQLLTTGTNGAVQ.I.EDEEEP.DLL..L.......ES............... 349
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