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LDIALGNGGYPKGRI 78
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NTDB id 600 KW2 RS01765 WP 011675413.1 MATKKKTNFDDITKKYGA
NTDB id 228 SPD RS09265 WP 001085462.1 .MAKKPKKLEEISKKFGA
NTDB id 194 SPR RS08825 WP 001085462.1 .MAKKPKKLEEISKKFGA
NTDB id 159 SP RS09750 WP 001085462.1 .MAKKPKKLEEISKKFGA
NTDB id 527 SMSK321 RS11065 WP 001085454.1 .MAKKPKKLDEISKKFGA
NTDB id 453 Spy49 1753c ACI62003.1 .MAKKLKKNEEITKKFG LDIALGI\GGYPKGRI 78
NTDB id 408 SMU RS09530 WP 002262392.1 .MAKRIKKTEEITKKFG . LDIALGE\GGYPKGRI 78
NTDB id 115 BSU 16940 NP 389576.2 ... ... . LDWWALGNMGGYP GRI 63
NTDB id 625 LCA RS02525 WP 011374196.1 ALALKIEKFGKG . LDIMALGENIGGYP GRI 65
NTDB id 1211 C694 RS00795 WP 000963128.1 KA SIA K I K\FGKGIY . LD ALGMGGUPKGRI 66
NTDB id 1214 NCTC11637 00359 SQJ03206.1 NKA BIA K I KpNFGKGE . LD ALGHMGGENPKGRI 66
NTDB id 1334 RAOC RS04870 WP 004918236.1 ....... LD ALGEMIGGYPKGRI 73
NTDB id 1123 0K783 RS03845 WP 003688695.1  ............... A LD ALGENGGI®P GRI 65
NTDB id 1165 A1552VC RS01565 WP 000344154.1 S GSLLDIALGGGPGRI 64
NTDB id 1205 PSJM300 05545 AFN77183.1 S GSL LDIALGMGGIRPKGRI 64
NTDB id 1022 ACIAD RS06390 WP 004925639.1 S GSLWLDIALGEGGIRPKGRI 64
NTDB id 1074 ABD1 RS10195 WP 000344167.1 S GSLWLDIALGIGGIRPKGRTI 64
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NTDB id 600 KW2 RS01765 WP 011675413.1 AAFIDAENALDPIRYAIQALGVNIDELLLSQPDYGEQ 159
NTDB id 228 SPD RS09265 WP 001085462.1 AAFIDAEHALDPIAYALWALGVNIDELLLSQPD GEQ 158
NTDB id 194 SPR RS08825 WP 001085462.1 AAFIDAEHALDPIAYALWALGVNIDELLLSQPD GEQ 158
NTDB id 159 SP RS09750 WP 001085462.1 AAFIDAEHALDPEAYARWALGVNIDELLLSQPD GEQ 158
NTDB id 527 SMSK321 RS11065 WP 001085454.1 AAFIDAEHALDPIAYALWALGVNIDELLLSQPD GEQ 158
NTDB id 453 Spy49 1753c ACI62003.1 AAFIDAEHALDPEAYARWALGVNIDELLL QPD GEQ 158
NTDB id 408 SMU RS09530 WP 002262392.1 AAFIDAEHALDPIAYALWALGVNIDELLLSQPD GEQ 158
NTDB id 115 BSU 16940 NP 389576.2 143
NTDB id 625 LCA RS02525 WP 011374196.1 GEQ 145
NTDB id 1211 C694 RS00795 WP 000963128.1 146
NTDB id 1214 NCTC11637 00359 SQJ03206.1 WLL SQPD 146
NTDB id 1334 RAOC RS04870 WP 004918236.1 AIINQKYGGIAAF IDAEHAIGDINSIY AIISLG N EL  SQPDJGEQ 153
NTDB id 1123 0K783 RS03845 WP 003688695.1 GPESSGKTT AMEQKINGG [@AF DAEHAJJDPMIYAIRSLGVIH ELFLSQPD GEQ 145
NTDB id 1165 A1552VC RS01565 WP 000344154.1 [GR3RiI6) iGNy 144
NTDB id 1205 PSJM300 05545 AFN77183.1 GPESSGKTT 144
NTDB id 1022 ACIAD RS06390 WP 004925639.1 GPESSGKTT 144
NTDB id 1074 ABD1 RS10195 WP 000344167.1 GPESSGKTT 144
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NTDB id 600 KW2 RS01765 WP 011675413.1 RKLEAGHIIINKTKTPWNIFINQ R K 238
NTDB id 228 SPD RS09265 WP 001085462.1 R K 237
NTDB id 194 SPR RS08825 WP 001085462.1 R K 237
NTDB id 159 SP RS09750 WP 001085462.1 R K 237
NTDB id 527 SMSK321 RS11065 WP 001085454.1 R K 237
NTDB id 453 Spy49 1753c ACI62003.1 R K 237
NTDB id 408 SMU RS09530 WP 002262392.1 R K 237
NTDB id 115 BSU 16940 NP 389576.2 GDMGDSHVGLQAR R K 222
NTDB id 625 LCA RS02525 WP 011374196.1 VAALVP AEI G MGD HVGLQAR R K 224
NTDB id 1211 C694 RS00795 WP 000963128.1 VAALWPKAEIDGDMGDWHVGLQAR RIYIK 226
NTDB id 1214 NCTC11637 00359 SQJ03206.1 VAALWPKAEIDGDMGD@WHVGLQAR RNIK 226
NTDB id 1334 RAOC RS04870 WP 004918236.1 VAALWPKAEIDGDMGDS GLAR . 232
NTDB id 1123 0K783 RS03845 WP 003688695.1 VAALVPKAEI GDMGDSHVGLQAR . 224
NTDB id 1165 A1552VC RS01565 WP 000344154.1 VAALPKAEI G MGDSH GLQAR l . 223
NTDB id 1205 PSJM300 05545 AFN77183.1 VAALVPKAEI G MGD HVGLQAR . 223
NTDB id 1022 ACIAD RS06390 WP 004925639.1 VAALWPKAEI G MGDSH GLQAR . 223
NTDB id 1074 ABD1 RS10195 WP 000344167.1 VAALWPKAEI G MGDSH GLQAR . 223
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NTDB id 600 KW2 RS01765 WP 011675413.1 MIGSTKIEEGS. GIEATKIKVVKNKVAPPFK\JAIRY IM GEGISGEL 317
NTDB id 228 SPD RS09265 WP 001085462.1 MIGNTQIKGTG. GISETKIKVVKNKVAPPFKEANAY IMYGEGIS K 316
NTDB id 194 SPR RS08825 WP 001085462.1 IGNTQIKGTG. GISETKIKVVKNKVAPPFKEANAY IMYGEGIS K 316
NTDB id 159 SP RS09750 WP 001085462.1 MIGNTQIKGTG. GISETKIKVVKNKVAPPFKEANAY IMYGEGIS K 316
NTDB id 527 SMSK321 RS11065 WP 001085454.1 IIGSTQIKGTG. GIETKIKVVKNKVAPPFKEAI@Y IMYGEGIS K 316
NTDB id 453 Spy49 1753c ACI62003.1 BMGTTQIKGTG. GETKIKVVKNKVAPPFKA IMYGEGIS K 316
NTDB id 408 SMU RS09530 WP 002262392.1 MIGNTQIKGTG. GIETKIKVVKNKVAPPFKEARY IYGEGIS K 316
NTDB id 115 BSU 16940 NP 389576.2 IAEQLKQGN IMYGEGIS D 297
NTDB id 625 LCA RS02525 WP 011374196.1 IMHAETIKNGT IMYG GIS D 299
NTDB id 1211 C694 RS00795 WP 000963128.1 IMHTAS. .. .L. IM GEGIS DY 301
NTDB id 1214 NCTC11637 00359 SQJ03206.1 MM TAA. .. .L.KQNEQH DY 301
NTDB id 1334 RAOC RS04870 WP 004918236.1 IMSLSDTGKIKDKSGEV D 312
NTDB id 1123 0K783 RS03845 WP 003688695.1 IMATGS . ... T. GNNET KV KNKVAPPF IYGEGISGEL D 299
NTDB id 1165 A1552VC RS01565 WP 000344154.1 I TGA. ... T GNNET IKVVKNK APFKEAIMYG D 298
NTDB id 1205 PSJM300 05545 AFN77183.1 IMATGA. ... V. GBJET KVVKNKVAPPF D 298
NTDB id 1022 ACIAD RS06390 WP 004925639.1 INATIGQ. ... V. GBETK KVVKNK APPF EAIRANTIRYGIG WMRGEL D 298
NTDB id 1074 ABD1 RS10195 WP 000344167.1 INAIGQR. ...V GBJETK KVVKNK APPFKEAIRANTIRY GIAGISUUMRGEL D 298
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NTDB id 600 KW2 RS01765 WP 011675413.1
NTDB id 228 SPD RS09265 WP 001085462.1
NTDB id 194 SPR RS08825 WP 001085462.1
NTDB id 159 SP RS09750 WP 001085462.1

NTDB id 527 SMSK321 RS11065 WP 001085454.1
NTDB id 453 Spy49 1753c ACI62003.1

NTDB id 408 SMU RS09530 WP 002262392.1
NTDB id 115 BSU 16940 NP 389576.2

NTDB id 625 LCA RS02525 WP 011374196.1
NTDB id 1211 C694 RS00795 WP 000963128.1
NTDB id 1214 NCTC11637 00359 SQJ03206.1
NTDB id 1334 RAOC RS04870 WP 004918236.1
NTDB id 1123 0K783 RS03845 WP 003688695.1
NTDB id 1165 A1552VC RS01565 WP 000344154.1
NTDB id 1205 PSJM300 05545 AFN77183.1

NTDB id 1022 ACIAD RS06390 WP 004925639.1
NTDB id 1074 ABD1 RS10195 WP 000344167.1
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