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NTDB id 131835 NJ69 RS19540 WP 039582439.1 MTELSKVPVTELKGVGEAMAEKLAKVGLENLQDLLFHLPLRYQDRTRVVPIGALRPGQDAVIEGVVSGADVTMGKRRSLV 80
NTDB id 600 KW2 RS01765 WP 011675413.1 .................MATKK.....KTNFDDI....TK............KYGAERDKALADALALIEKDFGK..GSL 40
NTDB id 269 KZH43 RS08665 WP 001085462.1 ..................MAKK.....PKKLEEI....SK............KFGAEREKALNDALKLIEKDFGK..GSI 39
NTDB id 228 SPD RS09265 WP 001085462.1 ..................MAKK.....PKKLEEI....SK............KFGAEREKALNDALKLIEKDFGK..GSI 39
NTDB id 194 SPR RS08825 WP 001085462.1 ..................MAKK.....PKKLEEI....SK............KFGAEREKALNDALKLIEKDFGK..GSI 39
NTDB id 159 SP RS09750 WP 001085462.1 ..................MAKK.....PKKLEEI....SK............KFGAEREKALNDALKLIEKDFGK..GSI 39
NTDB id 499 SM12261 RS08315 WP 078228268.1 ..................MAKK.....PKKLDEI....SK............KFGAEREKALNDALKLIEKDFGK..GSI 39
NTDB id 527 SMSK321 RS11065 WP 001085454.1 ..................MAKK.....PKKLDEI....SK............KFGAEREKALNDALKLIEKDFGK..GSI 39
NTDB id 453 Spy49 1753c ACI62003.1 ..................MAKK.....LKKNEEI....TK............KFGDERRKALDDALKNIEKDFGK..GAV 39
NTDB id 408 SMU RS09530 WP 002262392.1 ..................MAKR.....IKKTEEI....TK............KFGDERKKALDDALKNIEKDFGK..GAV 39
NTDB id 115 BSU 16940 NP 389576.2 ......................................................MSDRQAALDMALKQIEKQFGK..GSI 24
NTDB id 625 LCA RS02525 WP 011374196.1 ....................................................MAKDERQAALDAALKKIEKNFGK..GSI 26
NTDB id 1313 DR RS12030 WP 010888966.1 ........................MSKDATKEIS....AP............TDAKERSKAIETAMSQIEKAFGK..GSI 38
NTDB id 1245 Cj1673c YP 002345041.1 .....................................................MDDNKRKSLDAALKSLDKTFGK..GTI 25
NTDB id 1214 NCTC11637 00359 SQJ03206.1 .......................................M............AIDEDKQKAISLAIKQIDKVFGK..GAL 27
NTDB id 1211 C694 RS00795 WP 000963128.1 .......................................M............AIDEDKQKAISLAIKQIDKVFGK..GAL 27
NTDB id 1334 RA0C RS04870 WP 004918236.1 ...........................MAKT..E....TT............SPNDDKKKALAAVLEKLDKTYGK..GTV 33
NTDB id 1389 A4U84 RS07560 WP 021112712.1 ..................MAENKKSSKNNTV..V....KQ............VEPEQKKQALEAALAQIEKQFGK..GSI 42
NTDB id 1130 NGFG RS03960 WP 003688695.1 .....................................................MSDDKSKALAAALAQIEKSFGK..GAI 25
NTDB id 1124 NGFG RS03960 WP 003688695.1 .....................................................MSDDKSKALAAALAQIEKSFGK..GAI 25
NTDB id 1123 OK783 RS03845 WP 003688695.1 .....................................................MSDDKSKALAAALAQIEKSFGK..GAI 25
NTDB id 1427 RS RS02760 WP 011000510.1 ..................MEDG........K..K....AA............SMSAEKQKALAAALAQIEKQFGK..GSI 34
NTDB id 1165 A1552VC RS01565 WP 000344154.1 .....................................................MDENKQKALAAALGQIEKQFGK..GSI 25
NTDB id 1142 GTF74 RS11550 WP 000344154.1 .....................................................MDENKQKALAAALGQIEKQFGK..GSI 25
NTDB id 1022 ACIAD RS06390 WP 004925639.1 .....................................................MDDNKSKALQAALSQIEKQFGK..NTV 25
NTDB id 1074 ABD1 RS10195 WP 000344167.1 .....................................................MDENKSKALQAALSQIEKQFGK..NTV 25
NTDB id 1205 PSJM300 05545 AFN77183.1 .....................................................MDENKKRALAAALGQIEKQFGK..GAV 25
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NTDB id 131835 NJ69 RS19540 WP 039582439.1 VRLGDGT..........GVLSLRFYHFSNAQKEGLKRGTHLRCYGEARPGASGLEIYHPE.YRALNGDEPPPPVEQTLTP 149
NTDB id 600 KW2 RS01765 WP 011675413.1 MRLGEA.ANQKVSVVSSGSLALDI....ALGAGGYPKGRIVEIYGPESSGKTTVALHAVAAVQKEGGIAAFIDAENALDP 115
NTDB id 269 KZH43 RS08665 WP 001085462.1 MRLGER.AEQKVQVMSSGSLALDI....ALGSGGYPKGRIIEIYGPESSGKTTVALHAVAQAQKEGGIAAFIDAEHALDP 114
NTDB id 228 SPD RS09265 WP 001085462.1 MRLGER.AEQKVQVMSSGSLALDI....ALGSGGYPKGRIIEIYGPESSGKTTVALHAVAQAQKEGGIAAFIDAEHALDP 114
NTDB id 194 SPR RS08825 WP 001085462.1 MRLGER.AEQKVQVMSSGSLALDI....ALGSGGYPKGRIIEIYGPESSGKTTVALHAVAQAQKEGGIAAFIDAEHALDP 114
NTDB id 159 SP RS09750 WP 001085462.1 MRLGER.AEQKVQVMSSGSLALDI....ALGSGGYPKGRIIEIYGPESSGKTTVALHAVAQAQKEGGIAAFIDAEHALDP 114
NTDB id 499 SM12261 RS08315 WP 078228268.1 MRLGER.AEQKVQVMSSGSLALDI....ALGSGGYPKGRIIEIYGPESSGKTTVALHAVAQAQKEGGIAAFIDAEHALDP 114
NTDB id 527 SMSK321 RS11065 WP 001085454.1 MRLGER.AEQKVQVMSSGSLALDI....ALGSGGYPKGRIIEIYGPESSGKTTVALHAVAQAQKEGGIAAFIDAEHALDP 114
NTDB id 453 Spy49 1753c ACI62003.1 MRLGER.AEQKVQVMSSGSLALDI....ALGAGGYPKGRIIEIYGPESSGKTTVALHAVAQAQKEGGIAAFIDAEHALDP 114
NTDB id 408 SMU RS09530 WP 002262392.1 MRLGER.AEQKVQVMSSGSLALDI....ALGAGGYPKGRIVEIYGPESSGKTTVALHAVAQAQKDGGIAAFIDAEHALDP 114
NTDB id 115 BSU 16940 NP 389576.2 MKLGEK.TDTRISTVPSGSLALDT....ALGIGGYPRGRIIEVYGPESSGKTTVALHAIAEVQQQGGQAAFIDAEHALDP 99
NTDB id 625 LCA RS02525 WP 011374196.1 MRMGEK.VDTQVSTVSSGSLALDE....ALGVGGYPRGRIVEIYGPESSGKTTVALHAVAEVQKQGGTAAYIDAENAMDP 101
NTDB id 1313 DR RS12030 WP 010888966.1 MKLGAE.SKLDVQVVSTGSLSLDL....ALGVGGIPRGRITEIYGPESGGKTTLALAIVAQAQKAGGTCAFIDAEHALDP 113
NTDB id 1245 Cj1673c YP 002345041.1 LRLGDK.EVEQIDSIGTGSVGLDL....ALGIGGVPKGRIIEIYGPESSGKTTLTLHIIAECQKAGGVCAFIDAEHALDV 100
NTDB id 1214 NCTC11637 00359 SQJ03206.1 VRLGDK.QVEKIDAISTGSLGLDL....ALGIGGVPKGRIIEIYGPESSGKTTLSLHIIAECQKNGGVCAFIDAEHALDV 102
NTDB id 1211 C694 RS00795 WP 000963128.1 VRLGDK.QVEKIDSISTGSLGLDL....ALGIGGVPKGRIIEIYGPESSGKTTLSLHIIAECQKNGGVCAFIDAEHALDV 102
NTDB id 1334 RA0C RS04870 WP 004918236.1 MKLGDGTVDHNIEVIPSGSLGLDL....ALGVGGYPKGRIVEIYGPESSGKTTLTLHAIAEAQKVGGTAAFIDAEHAFDM 109
NTDB id 1389 A4U84 RS07560 WP 021112712.1 MKLGQT.EQLDIESVSTGSLGLDL....ALGIGGLPMGRIVEIYGPESSGKTTLTLSLIAQAQKGNKTCAFIDAEHALDP 117
NTDB id 1130 NGFG RS03960 WP 003688695.1 MKMDGSQQEENLEVISTGSLGLDL....ALGVGGLPRGRIVEIFGPESSGKTTLCLEAVAQCQKNGGVCAFVDAEHAFDP 101
NTDB id 1124 NGFG RS03960 WP 003688695.1 MKMDGSQQEENLEVISTGSLGLDL....ALGVGGLPRGRIVEIFGPESSGKTTLCLEAVAQCQKNGGVCAFVDAEHAFDP 101
NTDB id 1123 OK783 RS03845 WP 003688695.1 MKMDGSQQEENLEVISTGSLGLDL....ALGVGGLPRGRIVEIFGPESSGKTTLCLEAVAQCQKNGGVCAFVDAEHAFDP 101
NTDB id 1427 RS RS02760 WP 011000510.1 MKMGDA.EVEPVQVVSTGSLGLDV....ALGVGGLPRGRVVEIYGPESSGKTTLTLQVVAEMQKLGGTCAFIDAEHALDV 109
NTDB id 1165 A1552VC RS01565 WP 000344154.1 MRLGDN.RAMDVETISTGSLSLDI....ALGAGGLPMGRIVEIFGPESSGKTTLTLELIAAAQREGKTCAFIDAEHALDP 100
NTDB id 1142 GTF74 RS11550 WP 000344154.1 MRLGDN.RAMDVETISTGSLSLDI....ALGAGGLPMGRIVEIFGPESSGKTTLTLELIAAAQREGKTCAFIDAEHALDP 100
NTDB id 1022 ACIAD RS06390 WP 004925639.1 MRLGDN.TVQAVEAVSTGSLTLDI....ALGIGGLPKGRIVEIYGPESSGKTTMTLQAIAQCQKAGGTCAFIDAEHALDP 100
NTDB id 1074 ABD1 RS10195 WP 000344167.1 MRLGDN.TVQAVEAVSTGSLTLDI....ALGIGGLPKGRIIEIYGPESSGKTTMTLQAIAQCQKSGGTCAFIDAEHALDP 100
NTDB id 1205 PSJM300 05545 AFN77183.1 MRMGDH.DRQAIPSISTGSLGLDI....ALGIGGLPKGRIVEIYGPESSGKTTLTLSVIAAAQRMGSTCAFVDAEHALDP 100
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NTDB id 131835 NJ69 RS19540 WP 039582439.1 IYPTTEGLTQQRLRQLCQLSLSKLGPRSLPDWLPDELARDYHLAPLDDAIRYLHNPPADADLDELAEGQHWAQHRLAFEE 229
NTDB id 600 KW2 RS01765 WP 011675413.1 EYAKALGVNIDELLL....SQ........P.................................................. 133
NTDB id 269 KZH43 RS08665 WP 001085462.1 AYAAALGVNIDELLL....SQ........P.................................................. 132
NTDB id 228 SPD RS09265 WP 001085462.1 AYAAALGVNIDELLL....SQ........P.................................................. 132
NTDB id 194 SPR RS08825 WP 001085462.1 AYAAALGVNIDELLL....SQ........P.................................................. 132
NTDB id 159 SP RS09750 WP 001085462.1 AYAAALGVNIDELLL....SQ........P.................................................. 132
NTDB id 499 SM12261 RS08315 WP 078228268.1 AYAAALGVNIDELLL....SQ........P.................................................. 132
NTDB id 527 SMSK321 RS11065 WP 001085454.1 AYAAALGVNIDELLL....SQ........P.................................................. 132
NTDB id 453 Spy49 1753c ACI62003.1 AYAAALGVNIDELLL....AQ........P.................................................. 132
NTDB id 408 SMU RS09530 WP 002262392.1 AYAAALGVNIDELLL....SQ........P.................................................. 132
NTDB id 115 BSU 16940 NP 389576.2 VYAQKLGVNIEELLL....SQ........P.................................................. 117
NTDB id 625 LCA RS02525 WP 011374196.1 KYATALGVNIDDLLL....SQ........P.................................................. 119
NTDB id 1313 DR RS12030 WP 010888966.1 VYARALGVNTDELLV....SQ........P.................................................. 131
NTDB id 1245 Cj1673c YP 002345041.1 KYAKNLGVNTDDLYV....SQ........P.................................................. 118
NTDB id 1214 NCTC11637 00359 SQJ03206.1 HYAKRLGVDTENLLV....SQ........P.................................................. 120
NTDB id 1211 C694 RS00795 WP 000963128.1 HYAKRLGVDTENLLV....SQ........P.................................................. 120
NTDB id 1334 RA0C RS04870 WP 004918236.1 HYAEKLGINLEELIV....SQ........P.................................................. 127
NTDB id 1389 A4U84 RS07560 WP 021112712.1 VYARNLGVNTDELLI....SQ........P.................................................. 135
NTDB id 1130 NGFG RS03960 WP 003688695.1 VYARKLGVKVEELYL....SQ........P.................................................. 119
NTDB id 1124 NGFG RS03960 WP 003688695.1 VYARKLGVKVEELYL....SQ........P.................................................. 119
NTDB id 1123 OK783 RS03845 WP 003688695.1 VYARKLGVKVEELYL....SQ........P.................................................. 119
NTDB id 1427 RS RS02760 WP 011000510.1 TYADKLGVKVPDLLI....SQ........P.................................................. 127
NTDB id 1165 A1552VC RS01565 WP 000344154.1 VYAKKLGVNIDELLV....SQ........P.................................................. 118
NTDB id 1142 GTF74 RS11550 WP 000344154.1 VYAKKLGVNIDELLV....SQ........P.................................................. 118
NTDB id 1022 ACIAD RS06390 WP 004925639.1 QYARKLGVDIDNLLV....SQ........P.................................................. 118
NTDB id 1074 ABD1 RS10195 WP 000344167.1 QYARKLGVDIDNLLV....SQ........P.................................................. 118
NTDB id 1205 PSJM300 05545 AFN77183.1 DYAGKLGVNVDDLLV....SQ........P.................................................. 118
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