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NTDB id 615 LCA RS02545 WP 011374200.1 ...................MGQQVIACGRQFTAAQLADTQNNNYSLPQIKRRPAFLRVKHRLVCQRCQQVVPPQ....TC..LPD 60
NTDB id 131502 BF29 RS15375 WP 029142532.1 ......MPSVFSEQLQRHLAGRILLEPEIPFSPELVEQHLK....QGWIRAEPAIQGEFPHCVCLRCGNRAPHLFAEFPCAHCGK 75
NTDB id 108 BSU 35470 NP 391427.1 MNVPVEKNSSFSKELQQTLRSRHLLRTELSFSDEMIEWHIK....NGYITAENSISINKRRYRCNRCGQTDQRYFSFYH..SSGK 79
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NTDB id 615 LCA RS02545 WP 011374200.1 GRHYCAQCLLFGRLVEGDWLYTVPEC.HLFENNIPKLTWEGQLTPHQEKAAQAVVEVVQTQKRHVLTAVTGAGKTEMLFQGILVA 144
NTDB id 131502 BF29 RS15375 WP 029142532.1 TSIYCRNCLMMGRVTACKPLFTWAGPAPAFHPPRHPLHWEGTLSEGQQAASEAVKIAILQKNELLVWAVCGAGKTEVLFNGIEAA 160
NTDB id 108 BSU 35470 NP 391427.1 NKLYCRSCVMMGRVSEEVPLYSWKEENESNW.KSIKLTWDGKLSSGQQKAANVLIEAISKKEELLIWAVCGAGKTEMLFPGIESA 163
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NTDB id 615 LCA RS02545 WP 011374200.1 LQKGQRVCLAAPRVAVCLELYPRLQAAFATTSIMLMHGEQTEPYRYTQLVICTTHQLLKFYHAFDTVIVDEVDAFPFVDNPVLAT 229
NTDB id 131502 BF29 RS15375 WP 029142532.1 LANGERVCIATPRTDVVLELAPRFRRVFPDILIAALYGGSPDRHKWAQLVISTTHQLYRFASAFDAVIVDEVDAFPYTFDETLQR 245
NTDB id 108 BSU 35470 NP 391427.1 LNQGLRVCIATPRTDVVLELAPRLKAAFQGADISALYGGSDDKGRLSPLMISTTHQLLRYKDAIDVMIIDEVDAFPYSADQTLQF 248
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NTDB id 615 LCA RS02545 WP 011374200.1 AVEQACKPQCALLYLTATPTPAIKRAIAAKQMTVSELPLRFHGHLLPEPQRHVAFNWRAQLKKGRLPKRLERDCQTYLK.TQQIL 313
NTDB id 131502 BF29 RS15375 WP 029142532.1 AVQKAAKDRCARIYLTATPGETWQLECKAGKRPFVTIPARYHRKPLPVPIFKWAGNWRRKFEKGQLPVPVEAWVKKRLETGKQAL 330
NTDB id 108 BSU 35470 NP 391427.1 AVQKARKKNSTLVYLSATPPKELKRKALNGQLHSVRIPARHHRKPLPEPRFVWCGNWKKKLNRNKIPPAVKRWIEFHVKEGRPVF 333
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NTDB id 615 LCA RS02545 WP 011374200.1 LFVPQVRLLQPVANRLSTLLPAVRIETLHANDPDQIKKITAFRAQQIQLMVTTTILERGVTFKNVAVLVLGAEHMVFNEAVLVQI 398
NTDB id 131502 BF29 RS15375 WP 029142532.1 LFLPNIRLMKKAEPVFKQLHP..SIESVHAEDPERKEKVEKMRARETPLLLTTTILERGVTFPDIDVCVVGAEDAIFTEAALVQI 413
NTDB id 108 BSU 35470 NP 391427.1 LFVPSVSILEKAAACFKGVHC..RTASVHAEDKHRKEKVQQFRDGQLDLLITTTILERGVTVPKVQTGVLGAESSIFTESALVQI 416
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NTDB id 615 LCA RS02545 WP 011374200.1 AGRAGRHKDYAQNPVHFYYQDYTRAIKGACRQIKTQNQRGRRLQSTV. 445
NTDB id 131502 BF29 RS15375 WP 029142532.1 AGRAGRSADFPNGDVTFFHYGKSNAMVKAQRHILSMNEEAGKRGLLDA 461
NTDB id 108 BSU 35470 NP 391427.1 AGRTGRHKEYADGDVIYFHFGKTKSMLDARKHIKEMNELAAKVECTD. 463
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