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NTDB id 131486 BF29 RS07360 WP 029141644.1 MPVITKISLQKNNKERYNIFLDGKYRFSVDEEVLARYQLLKGKELDELDIEAILAEDDIRKGVNTAIRFLSYRMRSEKEVRDDLI 85
NTDB id 116 BSU 08520 NP 388733.1 MPFITKISTQKKNTERFNIFLDDKYAFSVDADVLVKFELKKGKELDDLDIIEIQYGDEVKKGFNRALDFLSYRMRSTKEVEDHLK 85
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NTDB id 131486 BF29 RS07360 WP 029141644.1 KKEFAPEVVRSVISKLYEMQYLDDAEFAASFVRTQMNTTHKGPVVINRELQQKGIAPEMIEKALEIFDADQQVEHARALAEKLSR 170
NTDB id 116 BSU 08520 NP 388733.1 KKETSPPVIAEVIHRLNDYKYLNDQEFAAAYVSTHKKTNGKGPDVLFRELRAKGIDDDTIKEALSSFSFEDQTREAVKHVEKLLK 170
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NTDB id 131486 BF29 RS07360 WP 029141644.1 QHARLSEKLLKQKVKQGLTVKGYPPEVISAAMAALHVEKDEETEWKALLQHAEKAKRKYGKFSGYVYRQKMKQFLYRKGFPMDLI 255
NTDB id 116 BSU 08520 NP 388733.1 KDKKLSTKELKQRAQLQLQRKGFSFDVISAAMDQIEYENDEDTEKEALRLHAEKAFRKYRYDGSYESAMKVKQFLFRKGFSLDLI 255
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logo EQRLYLQREEEGDY
NTDB id 131486 BF29 RS07360 WP 029141644.1 ERYLREEGD 264
NTDB id 116 BSU 08520 NP 388733.1 EQLLQEEEY 264
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