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NTDB id 1314 DR RS00625 WP 010886768.1 MTLPSPAAAHAELLALLTLRFTPGLGPRRIENLRRHFGSAEAALAAPLTELRRVEGLDSRSVAAIGGAKAAEEARAELNKAAERG 85
NTDB id 1037 TT RS09535 WP 011174226.1 .............MDPLALALLPGIGPKRLLEVLKAED........PLGFLRERFPEAWRHL.....PEAEAQAERERRRAEALG 59
consensus ************** *! ! !!*!!*!* * ** ********!! !! * !******** ! ! ! *! !
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NTDB id 1314 DR RS00625 WP 010886768.1 VTLLGRGLPGYPAALEALGDPPAVLWVRGAGGAELLAGLGTVPHSVGIVGTRAASPHALALTRTIAGELAAAGVLIVSGLARGVD 170
NTDB id 1037 TT RS09535 WP 011174226.1 VRLLGLWEEGFPEGLKALPQPPTHLYLKGELP........PEREAVALVGTRRASPWALAFARKLARELSEAGLWVVSGLARGID 136
consensus ! !!! *!*! *! !!* !! *!***! ********** ** !**!!!! !!!*!!! ! *! !! !!* *!!!!!!!*!
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NTDB id 1314 DR RS00625 WP 010886768.1 TAAHTAALEAASGEASSPTIGVLGSAVDVIYPRENHDLAGRMVVVSEYPLGTGPAQHHFPSRNRVIAALSAGVLVVEGERKSGSL 255
NTDB id 1037 TT RS09535 WP 011174226.1 REAHLGALEA.....GGRTLGVLGSALDRVYPPENRPLAQRMDLLSEFPFGTGPKPEFFPRRNRLIAGLCRAVVVVEAPLDSGAL 216
consensus !! *!!!!***** *!*!!!!!!*! *!!*!!**!! !! **!!*! !!!! ***!! !!!*!!*!* *!*!!!** !! !

logo ITARTHALDECLGKRETVFLAVPGRAPGMDEPRASLSGAPHNARL IQRDGAVYLPTVELSAEQDVLSTEYLGNMWGSALARPAKPALVPDGLPSPEEQAEARLVLYARALLQETKPAKETALLPDEADLA
NTDB id 1314 DR RS00625 WP 010886768.1 ITATHALDCGRTVFAVPGRAGDPRASGPHALIRDGAVLTESAQDVLTELNWGLAPAPAVPDLPPEQARVLRALQTPAT..LDDLA 338
NTDB id 1037 TT RS09535 WP 011174226.1 ITARHALELGKEVLAVPGRPMDERSLGANRLIQDGAYPVLSAEDVLSYLGMSARPKP.LPGLSPEEEALYALLQEKKEALPEALA 300
consensus !!! !!!**!* ! !!!!!* !*! !** !! !!! * !! !!!* ! ! !**! !*!! * !! * **** !!
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NTDB id 1314 DR RS00625 WP 010886768.1 ATTGLSIPELQTALVMLQLQGLAYEV.GGRWSR. 370
NTDB id 1037 TT RS09535 WP 011174226.1 MALGIPPERVLSLLTLLELKGLARALPGGRYGPG 334
consensus !**** * * ! *! ! !!! **!!!* **

X non conserved

X similar

X ≥ 50% conserved


