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NTDB id 131299 BG05 RS25415 WP 002186439.1 KVLIDGPGSQHIRKQLSLLNKASISTIHSFCLQVIRGYYYMLDVDPRFRIANQTENELLKEEVLDDILEEEYGIEDNSIFFELVD 170
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NTDB id 131299 BG05 RS25415 WP 002186439.1 RYTSDRSDDDLQRMILALHTESRAHPNPEKWLDKLVEAYDVEGK.TIEDLVYASYLLEDVKFQLETAEKHIRKATELAMLPDGPA 254
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NTDB id 131299 BG05 RS25415 WP 002186439.1 HRAKQSVTEIKRNYQSEEG..SDNAFIKKLRAPIKTRPRFMEKKGLTYAERGTAVHAVMQHVDLKKPITIEVLQEQIARMVNKEL 1100
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NTDB id 131299 BG05 RS25415 WP 002186439.1 LTFEQAEEIAIEKVISFFDSDLGKRVLAAKSVEREVPFTMMLSAEEAYQDWQGKKGESILVQGVIDCMIEEEDGITLIDFKTDTI 1185
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NTDB id 131299 BG05 RS25415 WP 002186439.1 EGKFLGGFDQAKPILEDRYKVQLSLYAKALEKSLKHPVKEKSLYFFDGNHVVNIDE 1241
NTDB id 119 BSU 10630 NP 388944.2 EGKFQHGFEGAAPILKKRYETQIQLYTKAVEQIAKTKVKGCALYFFDGGHILTL.. 1232
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