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NTDB id 131277 BG05 RS10265 WP 002088698.1 MERISWDQYFMTQSHLLSLRSTCTRLAVGATIVRDKRIIAGGYNGSIKGGVHCIDDGCYVIDNHCVRTIHAEMNALLQCAKFGAK 85
NTDB id 1127 NGFG RS10560 WP 003703428.1 .............................................MSRGGATPY...RFLL....IRHIVARCGLLFATLKGKTM 33
NTDB id 1126 NGFG RS09375 WP 003703428.1 .............................................MSRGGATPY...RFLL....IRHIVARCGLLFATLKGKTM 33
NTDB id 1125 NGFG RS07215 WP 003703428.1 .............................................MSRGGATPY...RFLL....IRHIVARCGLLFATLKGKTM 33
NTDB id 1108 NGFG RS06525 WP 003703428.1 .............................................MSRGGATPY...RFLL....IRHIVARCGLLFATLKGKTM 33
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NTDB id 131277 BG05 RS10265 WP 002088698.1 TEEAEIYVTHFPCLQCCKAII.............QSGVTAVYYAQDYKNHPYAVE....LFEQASVTVKHVPLEYDITSLEEQER 153
NTDB id 1127 NGFG RS10560 WP 003703428.1 KKMFVLFCMLFSCAFSLAAVNINAASQQELEALPGIGPAKAKAIAEYRAQNGAFKSVDDLIKVKGIGPAVLAKLKDQASVGAPAP 118
NTDB id 1126 NGFG RS09375 WP 003703428.1 KKMFVLFCMLFSCAFSLAAVNINAASQQELEALPGIGPAKAKAIAEYRAQNGAFKSVDDLIKVKGIGPAVLAKLKDQASVGAPAP 118
NTDB id 1125 NGFG RS07215 WP 003703428.1 KKMFVLFCMLFSCAFSLAAVNINAASQQELEALPGIGPAKAKAIAEYRAQNGAFKSVDDLIKVKGIGPAVLAKLKDQASVGAPAP 118
NTDB id 1108 NGFG RS06525 WP 003703428.1 KKMFVLFCMLFSCAFSLAAVNINAASQQELEALPGIGPAKAKAIAEYRAQNGAFKSVDDLIKVKGIGPAVLAKLKDQASVGAPAP 118
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NTDB id 131277 BG05 RS10265 WP 002088698.1 HLQLKELFAALEKDNLSMEELQRVFTKAKMML 185
NTDB id 1127 NGFG RS10560 WP 003703428.1 KGPAKPVLPAVKK................... 131
NTDB id 1126 NGFG RS09375 WP 003703428.1 KGPAKPVLPAVKK................... 131
NTDB id 1125 NGFG RS07215 WP 003703428.1 KGPAKPVLPAVKK................... 131
NTDB id 1108 NGFG RS06525 WP 003703428.1 KGPAKPVLPAVKK................... 131
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