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NTDB id 615 LCA RS02545 WP 011374200.1 ............MGQQVIACGRQFTAAQLADTQNN....NYSLPQIKRRPAFLRVKHRLVCQRCQQVVPPQ....TC..LPDGRH 63
NTDB id 131268 BG05 RS06105 WP 033713849.1 .................MLAGRQLLLEELSSDLQDKLDHLKRNRDVVCVQGVIKKSSKYMCQRCGNIEQRLFVSLLCKRCNEVCT 68
NTDB id 108 BSU 35470 NP 391427.1 MNVPVEKNSSFSKELQQTLRSRHLLRTELSFSD.EMIEWHIKNGYITAENSISINKRRYRCNRCGQTDQRYFSFYHS..SGKNKL 82
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NTDB id 615 LCA RS02545 WP 011374200.1 YCAQCLLFGRLVEGDWLYTVPECHLFENNIPKLTWEGQLTPHQEKAAQAVVEVVQTQKRHVLTAVTGAGKTEMLFQGILVALQKG 148
NTDB id 131268 BG05 RS06105 WP 033713849.1 YCRKCITMGRVSECTVLVRGIAEISGESYLNPLQWEGVLSDGQELAAQSVVDAVKQKESFFIWAVCGAGKTEMLFRGIAEALQKG 153
NTDB id 108 BSU 35470 NP 391427.1 YCRSCVMMGRVSEEVPLYSWKEENESNWKSIKLTWDGKLSSGQQKAANVLIEAISKKEELLIWAVCGAGKTEMLFPGIESALNQG 167
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NTDB id 615 LCA RS02545 WP 011374200.1 QRVCLAAPRVAVCLELYPRLQAAFATTSIMLMHGEQTEPYRYTQLVICTTHQLLKFYHAFDTVIVDEVDAFPFVDNPVLATAVEQ 233
NTDB id 131268 BG05 RS06105 WP 033713849.1 ERVCIATPRTDVVLELAPRLQEVFPNINVAALYGGSLDREKDAALIVATTHQLLRYYRAFHVMIVDEIDAFPYHADKMLQYAVNE 238
NTDB id 108 BSU 35470 NP 391427.1 LRVCIATPRTDVVLELAPRLKAAFQGADISALYGGSDDKGRLSPLMISTTHQLLRYKDAIDVMIIDEVDAFPYSADQTLQFAVQK 252
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NTDB id 615 LCA RS02545 WP 011374200.1 ACKPQCALLYLTATPTPAIKRAIAAKQMTVSELPLRFHGHLLPEPQRHVAFNWRAQLKKGRLPKRLERDCQTYLK.TQQILLFVP 317
NTDB id 131268 BG05 RS06105 WP 033713849.1 AMKEKAARIYLTATPDEKWKRKLRSGKQKGVIISGRYHRHPLPVPIFRWCGNWKKGLIRKKIPRALLQWLNLYLSKRYPIFLFVP 323
NTDB id 108 BSU 35470 NP 391427.1 ARKKNSTLVYLSATPPKELKRKALNGQLHSVRIPARHHRKPLPEPRFVWCGNWKKKLNRNKIPPAVKRWIEFHVKEGRPVFLFVP 337
consensus ! ! * ***!!*!!! *!!** *** * ***!*!***!!*! * ***!!** ! * **!*** **** *** ***!!!!

logo

H
Q
SVSR I

L
Y

V
L
Q
E
E
K
P

A
I
V

S
A
A
N
Q

C
L
R

F
L
S
K
G
S
T

V
L
LPAH

N

C
N
V

Q
R
T
I
A
D
E

G
S
T

L
VHANEDKPADHQRI

K
K
EKI

V
A
Q
T

Q
AFRADKQGEQLIDPQLML IVTTTI LERGVTFVEKPKNLVAQTVAGLVLGAEEHSEMSVI FNSTEASVALVQIAGRTA

NTDB id 615 LCA RS02545 WP 011374200.1 QVRLLQPVANRLSTLLPAVRIETLHANDPDQIKKITAFRAQQIQLMVTTTILERGVTFKNVAVLVLGAEHMVFNEAVLVQIAGRA 402
NTDB id 131268 BG05 RS06105 WP 033713849.1 HVRYVEEISQLLKSL..NNQIDGVHAEDPARKEKVAAFRKGEIPLLVTTTILERGVTVENLQVAVLGAEEEIFSESALVQIAGRA 406
NTDB id 108 BSU 35470 NP 391427.1 SVSILEKAAACFKGV..HCRTASVHAEDKHRKEKVQQFRDGQLDLLITTTILERGVTVPKVQTGVLGAESSIFTESALVQIAGRT 420
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NTDB id 615 LCA RS02545 WP 011374200.1 GRHKDYAQNPVHFYYQDYTRAIKGACRQIKTQNQRGRRLQSTV 445
NTDB id 131268 BG05 RS06105 WP 033713849.1 GRSSDEPHGDVIYFHYGKTEAMVRAKKHIQSMNKNAKEQGLID 449
NTDB id 108 BSU 35470 NP 391427.1 GRHKEYADGDVIYFHFGKTKSMLDARKHIKEMNELAAKVECTD 463
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