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NTDB id 131104 NG74 RS16605 WP 022553867.1 ....MSEGASEFSEVRDFFYGRHLLRSEIPFSDQRIKRFTEKEYITAEPSIIRRKNRYVCQRCGQSDQASFAAFWAPSAKRQITY 81
NTDB id 108 BSU 35470 NP 391427.1 MNVPVEKNSSFSKELQQTLRSRHLLRTELSFSDEMIEWHIKNGYITAENSISINKRRYRCNRCGQTDQRYFSFYHS..SGKNKLY 83
consensus ***** ! !* !!!!!*!**!!! ! * !!!!!*!! ! !! !*!!!!*!! ! ** ** ** !

logo CRASCVMMGRAVDSEELTVPSLYSWKNEQETNPENSNSWEKPS IVKLSTWDEGKTLSTDSGQKQKRAAANAVL ITDEAIKSEKKREQELL IVWAVCGASGKTEMLFPGI EFSALNHQGL
NTDB id 131104 NG74 RS16605 WP 022553867.1 CRACVMMGRADELTSLYSWNQTPENSWEPVKLSWEGTLTDGQKRAAAALTDAIKERQELLVWAVCGSGKTEMLFPGIEFALNHGL 166
NTDB id 108 BSU 35470 NP 391427.1 CRSCVMMGRVSEEVPLYSWKEENESNWKSIKLTWDGKLSSGQQKAANVLIEAISKKEELLIWAVCGAGKTEMLFPGIESALNQGL 168
consensus !! !!!!!! ! *!!!! *! ! **!!*!*! !* !! *!! ! *!! * !!!*!!!!! !!!!!!!!!!! !!!*!!

logo RVC I
VATPRTDVVLELALPRLKAKAFEQGKAVDE I

VSALYGGSDEDKGRLSTPLMI STATHQLLMRYKRDAI FIDVMI IDEVDAFPFYSADEQTLQRFAVDQKA
NTDB id 131104 NG74 RS16605 WP 022553867.1 RVCVATPRTDVVLELLPRLKKAFEKVEVSALYGGSEDKGRLTPLMISTAHQLMRYRDIFDVMIIDEVDAFPFSADETLRFAVDKA 251
NTDB id 108 BSU 35470 NP 391427.1 RVCIATPRTDVVLELAPRLKAAFQGADISALYGGSDDKGRLSPLMISTTHQLLRYKDAIDVMIIDEVDAFPYSADQTLQFAVQKA 253
consensus !!!*!!!!!!!!!!! !!!! !! **!!!!!!!*!!!!!*!!!!!! !!!*!!*! !!!!!!!!!!!!*!!! !! !!! !!

logo RKKNSATLVYLVSTATPPSDKETLKKRKAELANGLQLHKSVR IPARHYHRKPLPEPRFLVWCGNWKKKLNQKRGNKI
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NTDB id 131104 NG74 RS16605 WP 022553867.1 RKKNSALVYVTATPSDTLKKKAEAGLLKSVRIPARYHRKPLPEPRFLWCGNWKKKLQKGKLPRSVTDWVRQKLQLQLPVFLFVPS 336
NTDB id 108 BSU 35470 NP 391427.1 RKKNSTLVYLSATPPKELKRKALNGQLHSVRIPARHHRKPLPEPRFVWCGNWKKKLNRNKIPPAVKRWIEFHVKEGRPVFLFVPS 338
consensus !!!!! !!!**!!!* !!*!! ! !*!!!!!!!*!!!!!!!!!!*!!!!!!!!!** !*!* ! !* ** !!!!!!!!

logo VHS IVLEKKATATADCYFKRGKLVHNCIRATAEGSVHAEDKTFHRKDEKVKQQRFRDGQRLDLL IVTTTI LERGVTVPKVQTCGVLGAEASPS I FTESAVLVQIAGRTGRH
NTDB id 131104 NG74 RS16605 WP 022553867.1 VHVLKKTTDYFRKLNIRAEGVHAEDTFRKDKVKRFRDGRLDLLVTTTILERGVTVPKVQTCVLGAEAPIFTESVLVQIAGRTGRH 421
NTDB id 108 BSU 35470 NP 391427.1 VSILEKAAACFKGVHCRTASVHAEDKHRKEKVQQFRDGQLDLLITTTILERGVTVPKVQTGVLGAESSIFTESALVQIAGRTGRH 423
consensus !**! ! *!* ***! !!!!! *!!*!! !!!! !!!!*!!!!!!!!!!!!!!!!*!!!!! *!!!!! !!!!!!!!!!!
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KTKNGSMKLDKAKRKHI EKEHMNEKLAAQKSVEKCLLTD
NTDB id 131104 NG74 RS16605 WP 022553867.1 YKHFSGDVVMFHFGITNGMKKAKKHIEHMNKLAQKSKLLD 461
NTDB id 108 BSU 35470 NP 391427.1 KEYADGDVIYFHFGKTKSMLDARKHIKEMNELAAKVECTD 463
consensus * !!!* !!!! ! ! !*!!! *!! !! ! * !
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