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NTDB id 130999 BG07 RS19470 WP 018782986.1 MLQPKTRWKEKSFNEELVSELASKLQLSPLVTSLFLSRGLDTEDKIVDFLNTGQQEFHDPFLLEGMDLTVERIGQAIQNGEQILI 85
NTDB id 354 BSU 27620 NP 390640.1 MLASKMRWEIQRPDQDKVKSLTEQLHITPLVASLLVKRGFDTAESARLFLHTKDADFYDPFEMKGMKEAADRIKQAISQQEKIMI 85
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NTDB id 130999 BG07 RS19470 WP 018782986.1 FGDYDADGVSSTTVLFLALQELGADVEFYIPNRFTEGYGPNEEAFRWAHRAGFSLIITVDTGIAAVHEAQVAKELGIDLIITDHH 170
NTDB id 354 BSU 27620 NP 390640.1 YGDYDADGVTSTSVMLHTLQKLSAQVDFYIPDRFKEGYGPNEQAFRSIKERGFSLIITVDTGIAAVHEAKVAKELGLDVIITDHH 170
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NTDB id 130999 BG07 RS19470 WP 018782986.1 EPPPELPEALAIIHPKLKGGVYPFHYLAGVGVAFKVAHALLGRVPEHLLEIAVIGTVADLVSLHGENRLLVQRGLKQMRMTKNIG 255
NTDB id 354 BSU 27620 NP 390640.1 EPGPELPDVRAIVHPKQPGCTYPFKELAGVGVAFKLAHALLGELPDELLDLAAIGTIADLVPLHDENRLIATLGLERLRRTNRLG 255
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NTDB id 130999 BG07 RS19470 WP 018782986.1 LKALFKVANVSQSEITEESIGFSIAPRINAIGRLEDAAPAVHLLLSEDPEEAKELAEEIDELNKLRKDIVKQITEEAIAEVENNY 340
NTDB id 354 BSU 27620 NP 390640.1 LKELIKLSGGDIGEANEETVGFQLAPRLNAVGRIEQADPAVHLLMSEDSFEAEELAAEIDQLNKERQKMVSKMTDEAIEMVEQQ. 339
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NTDB id 130999 BG07 RS19470 WP 018782986.1 PPEDNKVLVLAKEGWNPGVIGIVASKLVERFYRPTIVLCIDPEKQTAKGSARSIAGFDLFANLSDCRELLPHFGGHPMAAGMTLH 425
NTDB id 354 BSU 27620 NP 390640.1 .GLDQTAIVVAKAGWNPGVVGIVASKLVDRFYRPAIVLGIDEEKGIAKGSARSIRGFNLFESLSECRDILPHFGGHPMAAGMTLK 423
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NTDB id 130999 BG07 RS19470 WP 018782986.1 MNDVDELRRRLNEQADAILTSEDFTPITTVDAICKVEDVTLSAIEEMQKLAPFGVGNPKPRIAIRDAELESIRAIGSDGSHLKMA 510
NTDB id 354 BSU 27620 NP 390640.1 AEDVPDLRSRLNEIADNTLTEEDFIPVQEVDLVCGVEDITVESIAEMNMLSPFGMLNPKPHVLVENAVLEDVRKIGANKTHVKMT 508
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NTDB id 130999 BG07 RS19470 WP 018782986.1 LRDGQATLDTIGFGFGAYAKEISPVAHVSVVGEASINEWNNFKKPQLMIQDIAVDAWQLFDWRSMRNVESNLAELSREKITMVYF 595
NTDB id 354 BSU 27620 NP 390640.1 IRNESSQLDCVGFNKGELQEGIVPGSRISIVGEMSINEWNNRKKPQLMIKDAAVSEWQLFDLRGKRTWEDTVSALPSAKRAIVSF 593
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NTDB id 130999 BG07 RS19470 WP 018782986.1 SEEVLNKFSLEEYKEQL.....IHASEVTDLDGRYIVLLDLPKSTDELRGLFEAGFPARIYTLFYQENNHLFSTVPTREHFKWYY 675
NTDB id 354 BSU 27620 NP 390640.1 KEDSTTLLQTEDLRREVHVISSKDQAKAFDLDGAYIVLLDPPPSLDMLARLLEGKAPERIYFIFLNHEDHFLSTFPARDHFKWYY 678
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NTDB id 130999 BG07 RS19470 WP 018782986.1 SFLHQKAPFSLRQHGEQLCRHKGWSKDTVNFMTQVFFELEFVTIKDGVIFMAEEMKKRDLIESNTYREKMNHLQLEKELIYSTYQ 760
NTDB id 354 BSU 27620 NP 390640.1 AFLLKRGAFDVKKHGSELAKHKGWSVETINFMTKVFFDLGFVKIENGVLSVVSGAKKRDLTDSQTYQAKQQLMELDQKLNYSSAE 763
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NTDB id 130999 BG07 RS19470 WP 018782986.1 QLYTWFETIRNHKEVEQLG.... 779
NTDB id 354 BSU 27620 NP 390640.1 ELKEWLNKLMKQDSEAYESTRRT 786
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