
logo

MRLCPRFSLDLLVKVKKLVNFVTLGFSCLSPTHAWRSPQSFTESNTL IMFKRFLYRKQKRFKRLQHNTLMALAFLAVLS I ITPLTI IT
NTDB id 130779 IX92 RS12700 WP 043009181.1 ................................................MFKLYRKQRFKRLQHTLMLAFLVLSITPLTII 32
NTDB id 1143 A1552VC RS01965 WP 001883436.1 MRLCPRFSLDLLVKVKKLVNFVTLGFSCLSPTHAWRSPQSFTESNTLIMFRFYRKQKFKRLQNTLMAAFLALSIIPLTIT 80
consensus ************************************************!!* !!!!*!!!!!*!!! !!! !!! !!!!

logo AI
LFFLHQSHSTKDLEQEQQSTSHYLMVSVRDNSKQQQVI

TDYMMYAKESEVMGFVRSELAYASGGRFYGLVNAFQRRSLDGLVDS IMAEAQAREHYAQ
NTDB id 130779 IX92 RS12700 WP 043009181.1 AIFFLQSHTKDLQEQSTSHLMSVRDSKQQQVTDYMYAKESEVMGFVRSELAYASGGRFYGLVNAFRSLGLDMAQAREYAQ 112
NTDB id 1143 A1552VC RS01965 WP 001883436.1 ALFFLHSHSKDLEQQSTSYLVSVRDNKQQQVIDYMMAKESEVMGFVRSELAYASGGRFYGLVNAFQRLDVSIEAAREHAQ 160
consensus !*!!!*!!*!!! !!!!*!*!!!! !!!!! !!! !!!!!!!!!!!!!!!!!!!!!!!!!!!!! ! * * !!!*!!

logo

Q
RRYIPTGSGDQIKTS IVLPQSNSSVYTVGSTERYRLLHKRYHRWAYLELLKRSDFDDAI LLVDI

L
D
EGNVTVYS I FYKHYDNFYGTNLLTGKRFYQR

NTDB id 130779 IX92 RS12700 WP 043009181.1 RRYIPGSGDQIKTSILPQSNVYTGTERYRLLHKRYHRAYLELLKRSDFDDALLVDLEGNVTYSIFKHDNYGTNLLTGRFR 192
NTDB id 1143 A1552VC RS01965 WP 001883436.1 QRYITGSGDQIKTSVLPQSSSYVGSERYRLLHKRYHWAYLELLKRSDFDDILLVDIDGNVVYSIYKYDNFGTNLLTGKYQ 240
consensus !!!*!!!!!!!!!*!!!! ! !*!!!!!!!!!!! !!!!!!!!!!!!! !!!!**!!! !!!*!*!!*!!!!!!!**

logo DTNLGHRTFHKKRLEKQTQTVNTEKQRKSTNEDFYTPVI
V I SDFEVMQDEDRGKPQVYAWLGAP I IVQQGYLHSYAMFRLPNSNAGITKL IADEGTNSNSANPSASM

NTDB id 130779 IX92 RS12700 WP 043009181.1 DTNLGRTFHKLKTQVTEKRKSNEDYTPVIISDFEMDRGKPVAWLGAPIVQQGYLHSYAMFRLPNNGITKLIADTNNASAM 272
NTDB id 1143 A1552VC RS01965 WP 001883436.1 DTNLGHTFKRLEQTVNEQRKTNEDFTPVVISDFVQEDGKQYAWLGAPIIQQGYLHSYAMFRLPSNAITKLIAEGSSNPSM 320
consensus !!!!!*!!**! ! ! !!*!!!*!!!*!!!! * !!* !!!!!!!*!!!!!!!!!!!!!! !*!!!!!!* * !

logo

K
QTI

LLVGAQDHKRSRTLMATSYAEEQI
K
A
D
I
V
D
EKSKRAEVVDLALESGKRTADVGTYTNTDLGEAQI

TIAAYASP INSFLKGNI
V
D
HWAI

LVVELVPEKEAFARVHRQ
NTDB id 130779 IX92 RS12700 WP 043009181.1 KTLLVGADHKSRTMAYEQKDIDKSREVVDLALEGKTDVGTYTNTLGEATIAAYSPISFKGVDWAIVVEVPEKEAFARVHQ 352
NTDB id 1143 A1552VC RS01965 WP 001883436.1 QTILVGQDHRSRTLTSAEIAVEKSKAVVDLALSGKRAVGTYTNTDGEQIIAAYAPINLKNIHWALVVELPEKEAFARVRQ 400
consensus !*!!! !!*!!!* **!!* !!!!!! !! !!!!!!! !! !!!! !! ! **!!*!!!*!!!!!!!!!*!

logo LEKTLFVFAMLCTAIVLVVAIASHYLSNF ITASPLLKLTWAAEKRVSAGDLDETADI
MINTERKDE IGRLAI

VSFERMQRS IRDEKI LSL I
NTDB id 130779 IX92 RS12700 WP 043009181.1 LETLFVFAMLCAIVLVVAASHYLSNFITAPLLKLTWAAEKVSAGDLDTDIINTERKDEIGRLAISFERMQRSIRDKILLI 432
NTDB id 1143 A1552VC RS01965 WP 001883436.1 LEKLFVFAMLTAIVLVVIASHYLSNFITSPLLKLTWAAERVSAGDLDEAMINTERKDEIGRLAVSFERMQRSIREKISLI 480
consensus !! !!!!!!!*!!!!!! !!!!!!!!!! !!!!!!!!!!*!!!!!!! *!!!!!!!!!!!!!*!!!!!!!!!!*!! !!

logo KQSQNEKELESNLKL IL IQRKQNDELQLANKLKDEFLATTSHELRTPLHGMI
VGIAEAL I SGANGP I STAADHKYQLDI I I SSGQRLA

NTDB id 130779 IX92 RS12700 WP 043009181.1 KQQNEELESNLKLIQKQNDELQLANKLKDEFLATTSHELRTPLHGMVGIAEALISGANGPITADHKYQLDIIISSGQRLA 512
NTDB id 1143 A1552VC RS01965 WP 001883436.1 KSQNKELESNLLIIRKQNDELQLANKLKDEFLATTSHELRTPLHGMIGIAEALISGANGPISAAHKYQLDIIISSGQRLA 560
consensus ! !! !!!!!! *! !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!*!!!!!!!!!!!!!!*! !!!!!!!!!!!!!!!!



logo TLVDDLLDYHKMRYGANLDI EQRTCRAVDI
LSGSATRLVLELSHTHLLVGKNKPTI

LR I INQVPSENDQPLVWVCSADPQRLEQVLYNL IVGNAIKY
NTDB id 130779 IX92 RS12700 WP 043009181.1 TLVDDLLDYHKMRYGNLDIETRAVDISGATRLVLELSTHLVGNKPIRIINQVPNDPLWVCADPQRLEQVLYNLVGNAIKY 592
NTDB id 1143 A1552VC RS01965 WP 001883436.1 TLVDDLLDYHKMRYGALDIQRCAVDLSSATRLVLELSHHLLGKKTLRIINQVSEQPVWVSADPQRLEQVLYNLIGNAIKY 640
consensus !!!!!!!!!!!!!!! !!! *!!!*! !!!!!!!!!*!!*! !**!!!!!!* !*!!*!!!!!!!!!!!!!*!!!!!!

logo TSEGKIV I SATQYI
VDDKNI

VRVQVVDTGQGIPAEQLEHI FEPL IQAGHSDASSRYRQGAGLGLS I SRQL IDELMHQGTLYVSSQPMV
NTDB id 130779 IX92 RS12700 WP 043009181.1 TSEGKIVISATQVDDNIRVQVVDTGQGIPAEQLEHIFEPLIQAGSDSSRYRQGAGLGLSISRQLIDLMQGTLYVSSQPMV 672
NTDB id 1143 A1552VC RS01965 WP 001883436.1 TSEGKIVISATYIDDKVRVQVVDTGQGIPAEQLEHIFEPLIQAGHDASRYRQGAGLGLSISRQLIELMHGTLYVSSQPMV 720
consensus !!!!!!!!!!! *!! *!!!!!!!!!!!!!!!!!!!!!!!!!!!*! !!!!!!!!!!!!!!!!!!*!!*!!!!!!!!!!!

logo GTTFSFTLP I
LASETEEQIAGLQARSHL ITEGLAPHF IQAPENVLNDLSE I

L
I
PEGQSNLPENEPDHGPLLLVAVDDEPVNLRVLDSFLRLEGYRVHRTAKQ

NTDB id 130779 IX92 RS12700 WP 043009181.1 GTTFSFTLPIASTEQIGLASHIEGAHFIAPENNDLEIIEGSNLPENPDGPLLLVVDDEPVNLRVLDSFLRLEGYRVRTAK 752
NTDB id 1143 A1552VC RS01965 WP 001883436.1 GTTFSFTLPLASEEEIAQARLTELPHFQAPEVLDSELPEQSNLPENEHGPLLLVADDEPVNLRVLDSFLRLEGYRVHTAQ 800
consensus !!!!!!!!!*!! ! !* ! * ! *!! !!! ! !**! !!!!!!**!!!!!! !!!!!!!!!!!!!!!!!!!!!*!!

logo

D
NGEHEQAVLVEAS IVGKHREKPELMVLLDIMMPGMSGYQVCEKVLRKQDTYDHAEQLP I

V IMLTALNQPSDDRVRGFEAGANDYLSKPFNKQELA
NTDB id 130779 IX92 RS12700 WP 043009181.1 NGEEAVESVGHEKPELMLLDIMMPGMSGYQVCEVLRKDYDHAQLPVIMLTALNQPDDRVRGFEAGANDYLSKPFNKQELA 832
NTDB id 1143 A1552VC RS01965 WP 001883436.1 DGHQVLEAIKREKPELVLLDIMMPGMSGYQVCEKLRQTYDHAELPIIMLTALNQSDDRVRGFEAGANDYLSKPFNKQELA 880
consensus !* *! * *!!!!!*!!!!!!!!!!!!!!!! !! !!!! !!*!!!!!!!!*!!!!!!!!!!!!!!!!!!!!!!!!!

logo AR ITVAHLTASKAELQRR I ENAQQLQKTELKHQRAMVEASLLETQGRLLEQLESAPEAI ILCVKRDEDGNKI
VRFATNDEAAASRLFKRRTPTEQ

NTDB id 130779 IX92 RS12700 WP 043009181.1 ARITAHLTASKAEQRRIENQQLQTELKQRAMVEASLLETQGRLLEQLESAPEAIICVRDDNKIRFTNDAASRLFKRTTEQ 912
NTDB id 1143 A1552VC RS01965 WP 001883436.1 ARIVAHLTASKAELRRIENAQLQKELKHRAMVEASLLETQGRLLEQLESAPEAILCVKEGNKVRFANEAAARLFRRTPEQ 960
consensus !!! !!!!!!!!! !!!!! !!! !!!*!!!!!!!!!!!!!!!!!!!!!!!!!!*!!** !!*!! !*!! !!!*!!*!!

logo LKRRSNADEEL IAPKFLNI
VEQEPHYCGNVIDVYVDEDVRQHLSADI

VLKRLPQGSGLKQASMYI FNVGGSVNAAR IHNNLETAVEALSSY
NTDB id 130779 IX92 RS12700 WP 043009181.1 LRRSNADELIAPKFLNVEQPHYCGVIDVYVEDVRQHLSADILKLPQGSGLKSMYIFNVGGSVNAARINNLETAVEALSSY 992
NTDB id 1143 A1552VC RS01965 WP 001883436.1 LKRSNAEELIAPKFLNIEQEHYCGNIDVYVDDVRQHLSADVLRLPQGSGLQAMYIFNVGGSVNAARIHNLETAVEALSSY 1040
consensus !*!!!!*!!!!!!!!!*!!*!!!! !!!!!*!!!!!!!!!*!*!!!!!!! !!!!!!!!!!!!!!!*!!!!!!!!!!!!

logo AFEGDKADKLQEKLKELGGEFTRLADKRASTGTDESYKQSKQDELVMRAEVLVDEAMTSALNTYWERSVSTGQSKFATFAEQSGLWRVYLDRSTLQ
NTDB id 130779 IX92 RS12700 WP 043009181.1 AFEGDKAKLQELKELGGEFTRLADRATTDSKSKQEVMREVLVDAMTSALTYWESVTGQSKFAFAEQSGLWRVYLDRSTLQ 1072
NTDB id 1143 A1552VC RS01965 WP 001883436.1 AFEGDKDKLQKLKELGGEFTRLADKASGEYQSKQDLMRAVLVEAMTSALNYWERVSGQSKFTFAEQSGLWRVYLDRSTLQ 1120
consensus !!!!!! !!! !!!!!!!!!!!!!*!* * !!!**!! !!!*!!!!!! !!! !*!!!!! !!!!!!!!!!!!!!!!!!



logo TRTLDKYLR I
VETLPKTPRWRTVLNSSLDEYI LEHCKEAMGSPERTHI EMSLQRDKLQHKLLTSE

NTDB id 130779 IX92 RS12700 WP 043009181.1 TRTLDKYLRVETLPKTPRWRTVLSSLEYILEHCKEMSPERTHIESLRDKLQHLLTS. 1128
NTDB id 1143 A1552VC RS01965 WP 001883436.1 TRTLDKYLRIETLPKTPRWRTVLNSLDYILEHCKEAGPERTHIEMQRDKLQKLLTSE 1177
consensus !!!!!!!!!*!!!!!!!!!!!!! !!*!!!!!!!! !!!!!!! !!!!!*!!!!*

X non conserved

X similar

X ≥ 50% conserved


