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AAQTGHLVLSTLHTN|DARSSY:
LREFLRQDPDIIM GEIRDIE ABTA AAQTGHLVLSTLHTNYAIRYA

LRE\FLRQDPDIIM GEIRDJRE AIA AAQTGHLVLSTLHTN|NARSSY:
FLRQDPD MVGEIRDIRETAJZTA AAQTGHLVLSTLHTNEJALY2Y
FLRQDPD MVGEIRD|® TAJRIA A QTGHLVLSTLHTNEJALSNY
FLRQDPD MVGEIRD|® TAJ@IA A QTGHLVLSTLHTNEJALSNY
FLRQDPDIIMVGEIRDMETANIA = AAQTGH VigSTLHTNAINY
FLRQDPDIIMVGEIRDIRETAJZTA AAQTGHLVLSTLHTNEJALYY
FLRQDPDIIMVGEIRDIRETAJZTA AAQTGHLV STLHTNRJALS2NY
FLRQDPDIIMVGEIRDISETAIZTA AAQTGH V STLHTNEJAIZMY
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