
logo MNIKDEHIDSVCSLLDQLVGNVSFKNLFTGYGLFHKEETMFAIWQNKKLYLRGEGVLAIQLTKLGCEPFTTNELNKRFVLSQYYA
NTDB id 130682 NF38 RS02095 WP 005692773.1 MNIKDEHIDSVCSLLDQLVGNVSFKNLFTGYGLFHKEETMFAIWQNKKLYLRGEGVLAIQLTKLGCEPFTTNELNKRFVLSQYYA 85
NTDB id 1375 HI 0601 AAC22258.1 MNIKDEHIDSVCSLLDQLVGNVSFKNLFTGYGLFHKEETMFAIWQNKKLYLRGEGVLAIQLTKLGCEPFTTNELNKRFVLSQYYA 85
consensus !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!

logo LSDQI LRSNRLCRKL I I LS IKQI LEQRKLECTLRKLNRLKDLPNLTIKHERAL IKVGITNVAMLRE IGAENALVELKKSGSGATLD
NTDB id 130682 NF38 RS02095 WP 005692773.1 LSDQILRSNRLCRKLIILSIKQILERKLECTLRKLNRLKDLPNLTIKHERALIKVGITNVAMLREIGAENALVELKKSGSGATLD 170
NTDB id 1375 HI 0601 AAC22258.1 LSDQILRSNRLCRKLIILSIKQILEQKLECTLRKLNRLKDLPNLTIKHERALIKVGITNVAMLREIGAENALVELKKSGSGATLD 170
consensus !!!!!!!!!!!!!!!!!!!!!!!!! !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!

logo FYWKLVCALQNKNSQMLSQAEKERLLKKLNEVLWRKNGLKGYRKLDDE
NTDB id 130682 NF38 RS02095 WP 005692773.1 FYWKLVCALQNKNSQMLSQAEKERLLKKLNEVLRKNGLKGYRKLDDE 217
NTDB id 1375 HI 0601 AAC22258.1 FYWKLVCALQNKNSQMLSQAEKERLLKKLNEVWRKNGLKGYRKLDDE 217
consensus !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!! !!!!!!!!!!!!!!
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