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NTDB id 130649 BF33 RS27815 WP 000528067.1 ETFKKELPQTKAGMVQYLASDLFKGIGKRTAEKIVDHLGEHAISKIMDDPEALNGVV..NKQKAQEIYETIVEHQGLEKVMSFLN 168
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NTDB id 130649 BF33 RS27815 WP 000528067.1 GYGFGTKLSIKIYQQYKEMTLEVIRNNPYQLIEEVDGIGFGRADDIGRALGISGNHDDRVRAGCFYTLENVSLQLGHVYMRKDQL 253
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NTDB id 130649 BF33 RS27815 WP 000528067.1 IRETMSLLNNQE...GRVTEEDIISCIEMMQSEGKVIIEEERVYLASLFYSEKGVVKSIRRLMNQE.ETPSFPEAEVLKTLGEIE 334
NTDB id 355 BSU 27480 NP 390625.1 IIDTQSLLNQSAREGQRITEMDAANAIIALGENKDIVIEDGRCYFPSLFYAEQNVAKRVKHIASQTEYENQFPESEFLLALGELE 339
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NTDB id 130649 BF33 RS27815 WP 000528067.1 PACTIHRLLGWTPEGSFQRNETDPVQGKLLIIDEFSMVDIWLANQLFKSLPTNIQVIVVGDEDQLPSVGPGQVLKDLLNAGAVPT 504
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consensus !*!!*!!!!!!!!!** !!! *!!! !!* ! * !!!!!! ! ! !! !!! !!* !! !!**!*!*!!!!!!!!!*!!!! !



logo NEVAMLQDE I
V
F
LNPKPKREKRSKRE I

L
A
K
F
YGDVVYRRTGDKI

VLQLVNQPENSNQVFNGDIGE ITVS IVFYAKENTVEKQEQDMAI IVVSFDGI
NEMVTFYTKKPDFLNQFI
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consensus ! !!** !!**!! *!* *!!!!!! !!!*!!!!!!!! *!!!!!!!!! !*!!!!!! ! !! *!!!!! !*!*!!*! !!

logo THAYCCS IHKSQGSEFP IV I
V
L
MP I

VVKGSYNYRMLRRNL ILYTAGITRASKKFL I ILCGEEAEAFLEQSWGVKNNRLNDADATMVRQTSTLAKNSRLQSEVQSQVEGEMVDQA
NTDB id 130649 BF33 RS27815 WP 000528067.1 THAYCCSIHKSQGSEFPIVIMPIVKSYNRMLRRNLIYTGITRSKKFLIICGEEAAFQSGVNRLDDAMRQTTLASRLQESQGEVQ. 758
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NTDB id 130649 BF33 RS27815 WP 000528067.1 .........MVTVNGEEMDVENISPYDFM..... 778
NTDB id 355 BSU 27480 NP 390625.1 ELEALQKELPFSVHDANIGMEGITPFDFMKEEQQ 798
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