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NTDB id 130265 SEEN486 RS04960 WP 000016753.1 MSGRLLDAVPLNSLTGVGAAQSSKLAKIGLHTVQDLLLHLPLRYEDRTHLYPIGELLPGIYATVEGEVLNCNITFGGRRM 80
NTDB id 1299 VP RS02975 WP 005483021.1 .................................MFALKHLPIA.........................LSCVLAAQANAS 22
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NTDB id 130265 SEEN486 RS04960 WP 000016753.1 MTCQISDGSGILTMRFFNFNAAMKNSLATGRRVLAYGEAKRGKYGAEMIHPEYRLQGDLSTPELQETLTPVYPTTEGVKQ 160
NTDB id 1299 VP RS02975 WP 005483021.1 MNIQPD...................PQNPNGYVI....................ARGDVQAMEQSKTSDPMYAIW..... 58
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NTDB id 130265 SEEN486 RS04960 WP 000016753.1 ATLRKLTDQALELLDTCAIAELLPPELAQGMMSLPEALRTLHRPPPTLQLADLETGKHPAQRRLILEELLAHNLSMLALR 240
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NTDB id 130265 SEEN486 RS04960 WP 000016753.1 AGAQRYHAQPLSTNNILKDKLLASLPFKPTSAQARVVAEIERDMALDVPMMRLVQGDVGSG........KTLVAALAALR 312
NTDB id 1299 VP RS02975 WP 005483021.1 ...PEY.........................TYTRFLRAIG........KFPAFCGEYTDGRDSDAICKKSIVTAFAHFA 148
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NTDB id 130265 SEEN486 RS04960 WP 000016753.1 AIAHGKQVALMAPTELLAEQHANNFRSWFAPL..GVEVGWLAGKQKGKARQAQQ.............EAIASGQVQMIVG 377
NTDB id 1299 VP RS02975 WP 005483021.1 QET.GGHISIDN.....VSDNPLGLEEWQQALVHVREMGWSEGQEGYTTGCGQNDWQNKRWPCEPGQGYFGRGAKQLSYH 222
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NTDB id 130265 SEEN486 RS04960 WP 000016753.1 THAIFQEQVQFNGLALVIIDEQHRFG...VHQRLALWEKGQQQGFHPHQLIM.TATPIPRTLAMTAYADLDTSVIDELPP 453
NTDB id 1299 VP RS02975 WP 005483021.1 FNYGAFSEVMFDGDASVLLKNPGLVADSWLNLASAIWFFLTPQAPKPAMLHVIDRTWVPSQ......RELDAGIG....Y 292
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NTDB id 130265 SEEN486 RS04960 WP 000016753.1 GRTPVTTVAIPDTRRHEIIDRVRNACTTEGRQAYWVCTLIEESDLLEAQAAEATWEELKLALPELNIGLVHGRMKPAEKQ 533
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NTDB id 130265 SEEN486 RS04960 WP 000016753.1 AVMQAFKQGELHLLVATTVIEVGVDVPNASLMIIENPERL....GLAQLHQLRGRVGRGSVASHCVLL.YKSPLSKTAQK 608
NTDB id 1299 VP RS02975 WP 005483021.1 ............LNGATDVLYTNWDGNW..KYYSDRPGGHSFECELVGFQTAYSALVAGD.YEKCVTNFYQSHAGWPEVR 418
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NTDB id 130265 SEEN486 RS04960 WP 000016753.1 RLQVLR.....DSNDGFVIAQKDLEIRGPGE.......LL.......GTRQTGNAEFKVADLLRDQ..AI.......... 657
NTDB id 1299 VP RS02975 WP 005483021.1 VVDKLDPVDPVDPPVGGVAAWDSGKVYNTGDQVSYQGAVYEAKWWSQGNEPTKGDPWKLVSGTPTEPPTTEPEPPVTEPE 498
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