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ACIAD RS13855 WP 004924483.1
HON27 RS14740 WP 005124713.1
NGFG RS10560 WP 003703428.1
NGFG RS09375 WP 003703428.1
NGFG RS07215 WP 003703428.1
NGFG RS06525 WP 003703428.1
Bw25113 RS02290 WP 000680312.1
ABDM36 RS04765 WP 001166105.1
A1552VC RS08580 WP 001166105.1
DSB67 RS04445 WP 010649155.1
VP RS04495 WP 021449594.1

HI 1008 AAC22669.1

ASU2 RS10590 WP 015674357.1
A4U84 RS07375 WP 062924234.1

ACIAD RS13855 WP 004924483.1
HON27 RS14740 WP 005124713.1
NGFG RS10560 WP 003703428.1
NGFG RS09375 WP 003703428.1
NGFG RS07215 WP 003703428.1
NGFG RS06525 WP 003703428.1
BW25113 RS02290 WP 000680312.1
ABDM36 RS04765 WP 001166105.1
A1552VC RS08580 WP 001166105.1
DSB67 RS04445 WP 010649155.1
VP RS04495 WP 021449594.1

HI 1008 AAC22669.1

ASU2 RS10590 WP 015674357.1
A4U84 RS07375 WP 062924234.1

Ve sl
MSIRHFFJFFWATLLTLF. ... ... SMQ.VF QGFDQQYDAWKTQQKAHDTRLNSSASHHSLSKPT QQSGTGVKVN

. .MQYSMRFWKNKYFL
.MSRGGAQNPYRFLLIRH

ISPSVCEY QSFDQNFQEWKAKQQMYDQKLNITKSSHSNGSKISQTKNFNDSTGQ H

FATBKGKT. .M..... KKM...FlULFC. ... .. ... ... ... MLFSCAFSLAANRY
.MSRGGAWPYRFLLIRH FATBKGKT. .M..... KKM...FVLFC ............... MLFSCAFSLAANRY
.MSRGGAWPYRFLLIRH FATBKGKT. .M. .... KKM...FlULFC. ... ... ... ... MLFSCAFSLAANAY
.MSRGGAJNPYRFLLIRH FATEBKGKT. .M..... KKM...FlULFC. .. ... ... ... MLFSCAFSLAANR

..... MKHGIKALLI.T@SLA SH.SALJNA. .. .ASVAKPT. . .AJETKAEAP AAQSKAAVPAKASDEEGTRWS
.MQIKW@KIVT....LF LPTLPLBANINEETAPA . . . . e e e e e e e e AQVEEGIVITYA
.MQIKpN KIVT....LF SIHML P TLPLEBANIEETAPA . . . . . . e e e e et AQVEEGIVITYA

.......... K... WMBTIRYLLBWLAPMSWINE . TKTK..............................ADKYEGIEITYAY

.......... MK....W TINGLVMFAPBSLINA. .DTK....................v.ev.......ADKYEGIEITYA

..... MK@WL . .F....TSMV ABVVSSSFINEEKATXQTAQSV. .. . UTT.........Q AEAQVAPAVVSDKE

..... KPSKL. .. .GESLINI LSTGVLINAEKTKPSVTEPT. . .PJVQNAQAT SP EHSHAEMTNNANLYAY

..... MKKLSRY....TFSL|¥F FSATTFINEEKVTTST.EHT. . .PYVMQQ..............VAATQKVNANVYA

* *x X *

(el

EKKA@A

MANLING GIBKKAQAIVEYR[A)Y
BY\LIEG I GIgAK ARA IAE Y RIXW
BY\LI2G I Gk AfdA IIAE YRINW
VNG TGNk AfdA TINE YRINW
EALPGIGPAKAKAIAEYRAQ

edstebyacel

| %%

X non conserved
B similar
>50% conserved




