
logo MFSFFKRRFKKKAQEPETAPALPAEEAPQQVAQEPDTATAQKPDVDEASEGSVAPAQAIPVEGNTAIKRAEDTVESLPAETPSVKAGRADEASAPAVAEATPVSGSAPVAEQPVSAAASAPATPPAASAAT
NTDB id 130207 BG90 RS05320 WP 045568073.1 MFSFFKRFKKAPEAAPAEPQQAPDTQPDDAGSPAAPETARADT..PATPV.ARDEAPAAAPSSPVAQPSAAASAPATPPAASAAT 82
NTDB id 1118 NGFG RS11455 WP 003696286.1 MFSFFRRKKKQETPALEEAQVQETAAKVESEVAQIVGNIKEDVESLAESVKGRAESAVETVSGAVEQV................. 68
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NTDB id 130207 BG90 RS05320 WP 045568073.1 PEPRVQQRPSAEPARPSAEPAPSVVMTVTPSANGRNGVVETVEIVPPPTPEPAAKQSWLARLKSGLAKTSS....SITNVFVNTK 163
NTDB id 1118 NGFG RS11455 WP 003696286.1 .KETVAEMPSEAG..EAAERVESAKEAVAETVGEAVGQ.....VQEAVATTEEHKLGWAARLKQGLAKSRDKMAKSLAGVFGGGQ 145
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NTDB id 130207 BG90 RS05320 WP 045568073.1 IDEALYEELETALLMSDAGVDATEHLLDALREKVRTGRLTDPQQVKDALRGLLVDLLKPLEKSLMLGR.AQPLVMMIAGVNGAGK 247
NTDB id 1118 NGFG RS11455 WP 003696286.1 IGEDLYEELETVLITGDMGMEATEYLMKDVRGRVSLKGLKDGNELRGALKEALYDLIKPLEKPLVLPETKEPFVIMLAGINGAGK 230
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NTDB id 130207 BG90 RS05320 WP 045568073.1 TTSIGKLAKHLQSFDQSVLLAAGDTFRAAAREQLAIWGERNNVTVVQQESGDPAAVIFDAVSAARARNIDVMMADTAGRLPTQLH 332
NTDB id 1118 NGFG RS11455 WP 003696286.1 TTSIGKLAKYFQAQGKSVLLAAGDTFRAAAREQLQAWGGRNNVTVISQTTGDSAAVCFDAVQAAKARGIDIVLADTAGRLPTQLH 315
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NTDB id 130207 BG90 RS05320 WP 045568073.1 LMEELRKVKRVIGKAHDGAPHEVLLVIDANTGQNGLAQVKAFDDALGLTGLIVTKLDGTAKGGILAAIARQRPIPVYFIGVGEKV 417
NTDB id 1118 NGFG RS11455 WP 003696286.1 LMEEIKKVKRVLQKAIPGAPHEIIVVLDANIGQNAVNQVKAFDDALGLTGLIVTKLDGTAKGGILAALASDRPVPVRYIGVGEGI 400
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NTDB id 130207 BG90 RS05320 WP 045568073.1 EDLQPFSAEEFADALLG 434
NTDB id 1118 NGFG RS11455 WP 003696286.1 DDLRPFDARAFVDALLD 417
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