
logo MKAQSLQLRLSQHLALTPQLQQS IRLLQLSTI
LELQQEVAEMQALVATEQNPLLENREDNDEWI

L
A
D
S
T
P
S
A
LR I

V
A
GADGSVI

NALQAQPSASSASATPELPMTEQGSAPPSNPAN
NTDB id 130206 BG90 RS05225 WP 010113865.1 MKASLQLRLSQHLALTPQLQQSIRLLQLSTLELQQEVAMAVAQNPLLENEDDWIASPLRVAADGSVIAQAPASSAPEPMQGASNN 85
NTDB id 1425 RS RS02020 WP 011000369.1 MKQSLQLRLSQHLALTPQLQQSIRLLQLSTIELQQEVEQALTENPLLERENEWLDTSARIGADGSVNALQSSSATPLPTESPPPA 85
consensus !! !!!!!!!!!!!!!!!!!!!!!!!!!!!*!!!!!! !* !!!!! ! *!* ** !**!!!!! ! * ! ! ! ***
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NTDB id 130206 BG90 RS05225 WP 010113865.1 TSATN..ERTERDEPAGVDEYDSYSADSGDASQWNLDDFGRSPSASDDDDLPPMQIHETTTSLRDHLAAQLRVTQASPRDRALVL 168
NTDB id 1425 RS RS02020 WP 011000369.1 ANGADHADTAEASYENGSD...FDSDYGTERSDWSLDDFARKPQSD.EDDRAPMQLREAEPTQREFLMEQLAPLKLSPRDKGLVI 166
consensus * *** ! * ! !*** ! * ! ! !!!!*! ! **!! *!!!**! ** !**! !! * !!!!**!!*
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VGARSAPASECLKTLQLLQRLDNPSPATKRAPLALDTIVNSQHLELL
NTDB id 130206 BG90 RS05225 WP 010113865.1 FLIESLDDDGYLTASLEEVLADLPAELEIDLDELNAALALLHSFDPAGVGARSPSECLKLQLLRLNPSPTRALALDIVSQHLELL 253
NTDB id 1425 RS RS02020 WP 011000369.1 FLIESLDDEGYLTGSLDEILADLPAELEVELDELQAALRMLQSFDPAGIGARSAAECLTLQLQRLD.SPAKPLALTIVNQHLELL 250
consensus !!!!!!!!*!!!!*!!*!*!!!!!!!!!**!!!!*!!! *!*!!!!!!*!!!!* !!! !!! !! *!! **!!! !! !!!!!!

logo AARDFYTRLKRKAQLKSAVDSDDGELKRADAHAEL IRSLAEPFPGAHAFYGKRAEADFYVVPDI
V
I
VVKRKATAGAQGSWMQAEQLNPDEVMVPRLR INDHLMYANQI LRNSSRG

NTDB id 130206 BG90 RS05225 WP 010113865.1 AARDFTRLRKQLKASDDELRDAHALIRSLEPFPGAAYGKAEADYVVPDIIVKKAGQSWQAELNPEVVPRLRINHLYANILRNSRG 338
NTDB id 1425 RS RS02020 WP 011000369.1 AARDYTRLKKALSVDDGELKAAHELIRSLAPFPGHAFGRAEADFVVPDVVVRKTAAGWMAQLNPDVMPRLRINDMYAQILRSSRG 335
consensus !!!!*!!!*! ! ! !!* !! !!!!! !!!!*!*!*!!!!*!!!!**!*! * ! ! !!!*!*!!!!!!**!!*!!! !!!
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NTDB id 130206 BG90 RS05225 WP 010113865.1 DPSAGSLKQQLQEARWLIKNIQQRFETILRVAQAIVERQRNFFAHGEIAMRPLVLREIADTLGLHESTVSRVTTGKYMLTPFGTL 423
NTDB id 1425 RS RS02020 WP 011000369.1 ESGAANLQQKLQEARWLIKNIQQRFDTILRVSQAIVERQKSFFTHGEIAMRPLVLREIADTLGLHESTISRVTTNKYMATPMGTF 420
consensus ** !* ! ! !!!!!!!!!!!!!!!*!!!!! !!!!!!!* !! !!!!!!!!!!!!!!!!!!!!!!!!*!!!!! !!! !! !!

logo EFLKYFFGSHVSTDETGGAASSTAIRAL IKQL IVGAEDPKNSPLSDSR IAELLAGEQGFVVARRTVAKYREALKIPAVNLRKSL
NTDB id 130206 BG90 RS05225 WP 010113865.1 EFKYFFGSHVSTDTGGAASSTAIRALIKQLIGAEDPKSPLSDSRIAELLAEQGFVVARRTVAKYREALKIPAVNLRKSL 502
NTDB id 1425 RS RS02020 WP 011000369.1 ELKYFFGSHVSTETGGAASSTAIRALIKQLVGAEDPKNPLSDSRIAELLGEQGFVVARRTVAKYREALKIPAVNLRKSL 499
consensus ! !!!!!!!!!!*!!!!!!!!!!!!!!!!!*!!!!!! !!!!!!!!!!!*!!!!!!!!!!!!!!!!!!!!!!!!!!!!!
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