
logo MRTAAGLLMTI
L
G
A
F
L
V
A
M
AGCLML

M
V

A
C
LLQRFGTRLPQALAPPSVWQPALLGF

L
A
G
C
WLMLALMAALPGLVAGRALRGLALRLALPFPVRLRWRVWHPVMAVCLGAAFLAFCLAFLGFLCGVWSADCW

L
H
N
RAHQQWRATLDNSDEVQRVLPAVPDAW

L
E
DG

NTDB id 1426 RS RS05575 WP 011001070.1 MRALLIGFVAGCMALQTRPALAPVWQPALLGLACLLAMALLRRGARLPRLVPVMAVLAAACAGFGWSDWRAQQRLSVVLAPAWEG 85
NTDB id 129886 LT40 RS04835 WP 043187146.1 MRTATLALAMGMVCLRGLPALPS........LGWLMAMAAGAALLLAVRRWH....CGLFLLGLCWACLHAHWATNEQLAPALDG 73
NTDB id 1199 PSJM300 12650 AFN78592.1 MRAGMLALAAGLLLLRFLPQLPS........FGWLLALAPVGLLLLPFRWRP....LAFFLFGLVWACLNAQWALDDRLPVDLDG 73
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NTDB id 1426 RS RS05575 WP 011001070.1 KDIRATGVVAELPEVTEDATRFLFRIESSDAGDAVPPRVRLSWYGLRSWHERQREAEAATDRRAGIPDLQPGQRWQLTLRLKRPH 170
NTDB id 129886 LT40 RS04835 WP 043187146.1 QTLWLEGEVVGLPAANGSTVRFELADAW.SRRAQLPSHLRLAWYGG....................PPVASGERWRLAVKLKRPR 137
NTDB id 1199 PSJM300 12650 AFN78592.1 RTFWLEGQVTGLPDRRGDVVRFELEDIH.SRHAGLPSRIRLAWYGG....................PEIRSGERWRLAARLKRPS 137
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NTDB id 1426 RS RS05575 WP 011001070.1 SLMNPGGFDGEYAMLADDVRAAGYVYTGKRARNALMGEADAGSGVGLRVERWRAAVRRHLLAALPEARYAPVIVALVVGDQSGIA 255
NTDB id 129886 LT40 RS04835 WP 043187146.1 ALVNPGGFDAQAWALAKGVGATGSVKAGERVRAA..............RLAWRDGLRQRLLAVDS.QQQGGTLAALLLGDGSGVS 207
NTDB id 1199 PSJM300 12650 AFN78592.1 GMVNPSAFDYEAWLLARRIGATGTIKAGERIAEAAS............SGAWRDRLRQRLLTVEA.HGRAGAIAALVVGDGSGLS 209
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NTDB id 1426 RS RS05575 WP 011001070.1 QADWERFRRTGISHLVSISGLHITMIAGLFGALWMALWRRSFGLARWLRTPLPLRMPAQRAGAVAAMAAAFAYCLLAGMGVPAQR 340
NTDB id 129886 LT40 RS04835 WP 043187146.1 RQQWEVLQATGTVHLLVISGQHVGLLAGMLYGLVALLARIGCW.........PARWPWLPCACALAFAGALAYGLLAGFQVPVRR 283
NTDB id 1199 PSJM300 12650 AFN78592.1 TADWRVLQDTGTVHLMVISGQHVGMLAGLLYAVVLLLARWGIW.........PQRLPWLPWACGLAFAGALGYGWLAGFEVPVRR 285
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NTDB id 1426 RS RS05575 WP 011001070.1 TLLMLATVAVARLADRSVPVSLSLCWAAALVALVDPWAVMSAGGWLSFGAVAVIFLAARIVAADARDDVRRPAWPVRAWRGLRGA 425
NTDB id 129886 LT40 RS04835 WP 043187146.1 ACIMIGLVLLWRLRFRHLGVWWPLLLAFTLVLLVDPLVSLQPGFWLSFIAVAVLLLTFSG.......RL.......GGWRWWQAW 354
NTDB id 1199 PSJM300 12650 AFN78592.1 ACLMVAIVLLWRLRFRHLGVWLPLLIALVGVLMVDPLASLQPGFWLSFVAVALLIWIFRG.......RL.......GVPSWWRAL 356
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NTDB id 1426 RS RS05575 WP 011001070.1 ARVQLAVTFGLLPLTLLLFQQVSVVSAVANALAIPVVSFVTTPLALMGTA.LPEPWSQPVLIWAEASFA.WLMPWLDALALPGGS 508
NTDB id 129886 LT40 RS04835 WP 043187146.1 TRAQCCVALGLLPVMVALALPVSVSGPLVNLLAVPWISLVVLPMAMAGAVLLPVPWVGETLLWLAGGALSGLFQWLT.WTAEWGP 438
NTDB id 1199 PSJM300 12650 AFN78592.1 LYAQWAMALGLLPAMLVLGLPVSLSGPLANLLAVPWISVLVVPLALLGSFLLWVPWLGEALLWLAGGLLAVLFELLA.LIAGWQP 440
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NTDB id 1426 RS RS05575 WP 011001070.1 VWVAPAAPAWAWGLAVVGVPLLLVPGGYRAWAWRAQGAVLLLPMLLARAPAPPPGEFRMVAFDIGQGAATLVETAGHRLLFDTGP 593
NTDB id 129886 LT40 RS04835 WP 043187146.1 PWLPPGLSPHVWLVLVMGILLLLLPAGVP...LRWLGVLMLGLLLFSPRQAPPAGQADVWVLDVGQGLGVLVRTAHHQLLYDTGP 520
NTDB id 1199 PSJM300 12650 AFN78592.1 AWLASALPLWAWSLVALGTLVLLLPAGVP...LRVLGTLLLAPLLFAPDSRPEQGRAEVWVFDVGQGLSVLVRTRDHALLYDAGP 522
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NTDB id 1426 RS RS05575 WP 011001070.1 RQGDLADAADRVIVPYLRGHGVQAIDTLVVSHEDSDHAGGTETVMAGVPVRTMLASLPPGHGLERQARALGIEPAGCVAGQRWAW 678
NTDB id 129886 LT40 RS04835 WP 043187146.1 GLGEI.DAGASVVVPSLVALGVRRLDAMIISHAHLDHSGGAGTVLRRLAVSQTLAGEPGSL.......PAAWHAQPCKPGRSWEW 597
NTDB id 1199 PSJM300 12650 AFN78592.1 RYGDF.DIGERVVFPSLRQLGLERLDLMMLSHADSDHAGGALAIQRAMPVGAVLSGEPERL.......PAALDARSCRTGQRWTW 599
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NTDB id 1426 RS RS05575 WP 011001070.1 DGVAFEILYPVQVPSDRAAVSSNARSCVLRIANARYAAMLAGDIGRAQEAALIAAEAPERLMADILLVPHHGSRTSSSGAFLDAV 763
NTDB id 129886 LT40 RS04835 WP 043187146.1 DGVKFVLWRW......PSAVPGNPASCVLWVEANGERLLLSGDLDAAAEKALLASGLP..VQANWLQAPHHGSKTSSSKPFLEAV 674
NTDB id 1199 PSJM300 12650 AFN78592.1 NQVNFSVWRW......PQATNGNQASCVLMVEAAGERLLLTGDIDAQAERALVDGGME..VNARWLLAPHHGSNSSSSAVFLAAV 676
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NTDB id 1426 RS RS05575 WP 011001070.1 SAQVAVFQVGYRNRYGHPHPQVWQRYGARGIERLRTDATGAVVIETRGDALAVRTARSMRPRYWSSALEVAALAETTEPTGAQP 847
NTDB id 129886 LT40 RS04835 WP 043187146.1 GPHTALISRGHGNTFGHPHAAVLARYRALGITPHDTAEEGALRVRLGAHQ..PVDRQRAQRRFWREAPAGL............. 743
NTDB id 1199 PSJM300 12650 AFN78592.1 AADGALISRSSHNAFGHPHPAVLKRLQNAGAELHDTAEHGALSLQLGAFG..GARRMRDEPRFWREK................. 741
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