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NTDB id 129667 LG36 RS10860 WP 038602386.1 ........MAK.ANIGKLLLTGVVGGAIALGGSAIYQSTTNQLANNSRSNTTSTKVSNVSVNVNTDVTSAIKKVSNSVVSVMNYQ 76
NTDB id 381 SMU RS09890 WP 002262650.1 MNNTKSHPFLKWFIPFLVIFLTFILGVISTLTFN.WITGNKSFSNNGK.....TTVSNVIYDTKSNTTKAVKNVKNTVVSVINYQ 79
NTDB id 425 SGO RS10525 WP 012131081.1 .MKNSSNFFKKTLQVFIVLLVGFIGGVAGTWGFS.YFSTPHSATNNNQKT...ATTVTTSYKNSNSTTEAVDKVKDAVVSVITYS 80
NTDB id 539 SM12261 RS09395 WP 000681587.1 .MKHLKTFYKKGFQLLVVIVISFFSGALGSFSIN.QLTQKSTEST.SNNN...STITQTAYKNENSTTQAVNKVKDAVVSVITYS 79
NTDB id 256 KZH43 RS10270 WP 000681597.1 .MKHLKTFYKKWFQLLVVIVISFFSGALGSFSIT.QLTQKSSVNN.SNNN...STITQTAYKNENSTTQAVNKVKDAVVSVITYS 79
NTDB id 215 SPD RS10945 WP 000681597.1 .MKHLKTFYKKWFQLLVVIVISFFSGALGSFSIT.QLTQKSSVNN.SNNN...STITQTAYKNENSTTQAVNKVKDAVVSVITYS 79
NTDB id 181 SPR RS10425 WP 000681597.1 .MKHLKTFYKKWFQLLVVIVISFFSGALGSFSIT.QLTQKSSVNN.SNNN...STITQTAYKNENSTTQAVNKVKDAVVSVITYS 79
NTDB id 145 SP RS11450 WP 000681597.1 .MKHLKTFYKKWFQLLVVIVISFFSGALGSFSIT.QLTQKSSVNN.SNNN...STITQTAYKNENSTTQAVNKVKDAVVSVITYS 79
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NTDB id 129667 LG36 RS10860 WP 038602386.1 KDNSQSSDFSSIFGGNSGSSSSTDGLQLSSEGSGVIYKKSGGDAYVVTNYHVIAGNSSLDVLLSGGQKVKASVVGYDEYTDLAVL 161
NTDB id 381 SMU RS09890 WP 002262650.1 KTDNSYYNYDS...GSQEKNKSEDGLGVYGEGSGVIYKKDGDSAYLVTNNHVVKDAEKLEIMMANGKKVVGKLVGSDTYSDLAVI 161
NTDB id 425 SGO RS10525 WP 012131081.1 ESNSDAIF........DNNNSGNENDQVASEGSGVIYRKDKDYAYLVTNTHVINGAKKVDIRLADGNKVPGEIVGTDTYSDISVV 157
NTDB id 539 SM12261 RS09395 WP 000681587.1 ANRQNSVF........GNDDTDTDSQQISSEGSGVIYKKNDKEAYIVTNNHVINGASKVDIRLSDGTKVPGEIVGADTFSDIAVV 156
NTDB id 256 KZH43 RS10270 WP 000681597.1 ANRQNSVF........GNDDTDTDSQRISSEGSGVIYKKNDKEAYIVTNNHVINGASKVDIRLSDGTKVPGEIVGADTFSDIAVV 156
NTDB id 215 SPD RS10945 WP 000681597.1 ANRQNSVF........GNDDTDTDSQRISSEGSGVIYKKNDKEAYIVTNNHVINGASKVDIRLSDGTKVPGEIVGADTFSDIAVV 156
NTDB id 181 SPR RS10425 WP 000681597.1 ANRQNSVF........GNDDTDTDSQRISSEGSGVIYKKNDKEAYIVTNNHVINGASKVDIRLSDGTKVPGEIVGADTFSDIAVV 156
NTDB id 145 SP RS11450 WP 000681597.1 ANRQNSVF........GNDDTDTDSQRISSEGSGVIYKKNDKEAYIVTNNHVINGASKVDIRLSDGTKVPGEIVGADTFSDIAVV 156
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NTDB id 129667 LG36 RS10860 WP 038602386.1 KISSEHVKDVATFADSSKLTIGEPAIAVGSPLGSQFANTATEGILSATSRQVTLTQENGQTTNINAIQTDAAINPGNSGGALINI 246
NTDB id 381 SMU RS09890 WP 002262650.1 KISSKYVTTVAEFANSDKIKVGEPAIAIGSPLGSDYANSVTEGIVSSLSRTVTSQNENGETISTNAIQTDAAINPGNSGGALINI 246
NTDB id 425 SGO RS10525 WP 012131081.1 RIPADKVKNVAEFGDSSKLTVGETAIAIGSPLGSDYANTVTQGIVSSLSRNVSSRSEDGQTIATQAIQTDAAINPGNSGGPLVNI 242
NTDB id 539 SM12261 RS09395 WP 000681587.1 KISSEKVTTVAEFGDSSKLTVGETAIAIGSPLGSEYANTVTQGIVSSLNRNVSLKSEDGQAISTKAIQTDTAINPGNSGGPLINI 241
NTDB id 256 KZH43 RS10270 WP 000681597.1 KISSEKVTTVAEFGDSSKLTVGETAIAIGSPLGSEYANTVTQGIVSSLNRNVSLKSEDGQAISTKAIQTDTAINPGNSGGPLINI 241
NTDB id 215 SPD RS10945 WP 000681597.1 KISSEKVTTVAEFGDSSKLTVGETAIAIGSPLGSEYANTVTQGIVSSLNRNVSLKSEDGQAISTKAIQTDTAINPGNSGGPLINI 241
NTDB id 181 SPR RS10425 WP 000681597.1 KISSEKVTTVAEFGDSSKLTVGETAIAIGSPLGSEYANTVTQGIVSSLNRNVSLKSEDGQAISTKAIQTDTAINPGNSGGPLINI 241
NTDB id 145 SP RS11450 WP 000681597.1 KISSEKVTTVAEFGDSSKLTVGETAIAIGSPLGSEYANTVTQGIVSSLNRNVSLKSEDGQAISTKAIQTDTAINPGNSGGPLINI 241
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NTDB id 129667 LG36 RS10860 WP 038602386.1 EGQVIGITQSKITTTED..GSTSVEGLGFAIPSNDVVNIINKLEADGKISRPALGIRMVDLSQLSTNDSSQLKLPSSVTGGVVVY 329
NTDB id 381 SMU RS09890 WP 002262650.1 KGQVIGINSSKIASSNNSNSGVAVEGMGFAIPSNDVVSIINQLEENGEVVRPALGISMANLSEASTSGRDTLKIPSDVTSGIVVL 331
NTDB id 425 SGO RS10525 WP 012131081.1 QGQVIGITSSKIANTNN..GSTSVEGMGFAIPSNDVVNIIEQLEKNGKVIRPALGIQMVNLSSLSSSSSDRLKLPDNVKNGVVVR 325
NTDB id 539 SM12261 RS09395 WP 000681587.1 QGQVIGITSSKIAT..N..GGTSVEGLGFAIPANDAINIIEQLEKNGKVTRPALGIQMVNLSNINTSDIRRLNIPSNVTSGVVVR 322
NTDB id 256 KZH43 RS10270 WP 000681597.1 QGQVIGITSSKIAT..N..GGTSVEGLGFAIPANDAINIIEQLEKNGKVTRPALGIQMVNLSNVSTSDIRRLNIPSNVTSGVIVR 322
NTDB id 215 SPD RS10945 WP 000681597.1 QGQVIGITSSKIAT..N..GGTSVEGLGFAIPANDAINIIEQLEKNGKVTRPALGIQMVNLSNVSTSDIRRLNIPSNVTSGVIVR 322
NTDB id 181 SPR RS10425 WP 000681597.1 QGQVIGITSSKIAT..N..GGTSVEGLGFAIPANDAINIIEQLEKNGKVTRPALGIQMVNLSNVSTSDIRRLNIPSNVTSGVIVR 322
NTDB id 145 SP RS11450 WP 000681597.1 QGQVIGITSSKIAT..N..GGTSVEGLGFAIPANDAINIIEQLEKNGKVTRPALGIQMVNLSNVSTSDIRRLNIPSNVTSGVIVR 322
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