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FHEYFGHLFWFWFAKRSGI LVREYFAVIGMGPKI FAHQTAGKDGTLVYTIR I LPLGGYVRLMAGWGDEDKTTE IKKTGQSAPA

NTDB id 129666 LG36 RS10830 WP 038602371.1 MIETLITFIIIFGIIVAIHEYGHLWWAKRSGILVREYAVGMGPKIFAHQAKDGTLYTIRILPLGGYVRLAGWGDDKTEIKKGQAA 85
NTDB id 323 STU RS10650 WP 011225396.1 .MKAIITFLLIFCVIVVFHEFGHFFFAKRSGILVREFAIGMGPKIFAHTGKDGTVYTIRILPLGGYVRMAGWGEDTTEIKTGSPA 84
NTDB id 291 STER RS01205 WP 011680685.1 .MKAIITFLLIFCVIVVFHEFGHFFFAKRSGILVREFAIGMGPKIFAHTGKDGTVYTIRILPLGGYVRMAGWGEDTTEIKTGSPA 84
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NTDB id 129666 LG36 RS10830 WP 038602371.1 SLVVSKSEVINPEAENSVSNIVRRINLSEHVELEEAIPMLITEYDFEKELFIEGEVFGEIKRYSVDHDATIIEEDGTEVRIAPLD 170
NTDB id 323 STU RS10650 WP 011225396.1 SLTLGKD............GKVRRINLSDRQVDQTALPMNVTAYDLEDKLTITGLVLGETKTYEVDHDATIVEEDGTELRIAPKD 157
NTDB id 291 STER RS01205 WP 011680685.1 SLTLGKD............GKVRRINLSDRQVDQTALPMNVTAYDLEDKLTITGLVLGETKTYEVDHDATIVEEDGTELRIAPKD 157
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NTDB id 129666 LG36 RS10830 WP 038602371.1 VQYQSASVFHKMLTNFGGPLNNFILGIIAFIVLTFVQGGVPSTTNAIGQVEKGTPAYNAGLKAGDKIEAVNGTKTADWNNVVTEI 255
NTDB id 323 STU RS10650 WP 011225396.1 VQYQNASIWGRLITNFAGPMNNFILGVLVFIILAFVQGGVQDTSTNLIQVANGGAAQVSGLKTGDAIVAINKDKVTDWDSLKEAL 242
NTDB id 291 STER RS01205 WP 011680685.1 VQYQNASIWGRLITNFAGPMNNFILGVLVFIILAFVQGGVQDTSTNLIQVANGGAAQVSGLKTGDAIVAINKDKVTDWDSLKEAL 242
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NTDB id 129666 LG36 RS10830 WP 038602371.1 SG.....SKGKELKLEVSR.SGKSETLSVTPKKMDGSYRVGIMQSMKTGFFDKITGGFVQAGQSATAIFKALGSLIARPSLDKLG 334
NTDB id 323 STU RS10650 WP 011225396.1 RENTQKFSKGDSLSVTVKRSNGQEETISVKPQKSQGSYFLGVSPVLKTGLKDKIFGGFQMAWEGATAILATLKGLITNFSLNKLG 327
NTDB id 291 STER RS01205 WP 011680685.1 RENTQKFSKGDSLSVTVKRSNGQEETISVKPQESQGSYFLGVSPVLKTGLKDKIFGGFQMAWEGATAILATLKGLITNFSLNKLG 327
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NTDB id 129666 LG36 RS10830 WP 038602371.1 GPVAIYQLSGQAARAGLPTIINLLAMLSINLGIVNLFPIPVLDGGKIVLNIIEAIRGKALSQEKESIITMVGVVFMLVLFVAVTW 419
NTDB id 323 STU RS10650 WP 011225396.1 GPVAMFQMSAQASESGLISILDLMGMLSINLGIFNLIPIPALDGGKIVMNIIEAIRRKPLNQEIESYITLAGVAVMVVLMIAVTW 412
NTDB id 291 STER RS01205 WP 011680685.1 GPVAMFQMSAQASESGLISILDLMGMLSINLGIFNLIPIPALDGGKIVMNIIEAIRRKPLNQEIESYITLAGVAVMVVLMIAVTW 412
consensus !!!!**!*!*!!***!!**!**!**!!!!!!!!*!!*!!!*!!!!!!!*!!!!!!!*!*!*!!*!!*!!**!!**!*!!**!!!!

logo NDI LMRAF IFN
NTDB id 129666 LG36 RS10830 WP 038602371.1 NDILRAFIN 428
NTDB id 323 STU RS10650 WP 011225396.1 NDIMRAFF. 420
NTDB id 291 STER RS01205 WP 011680685.1 NDIMRAFF. 420
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