
logo MKKWTMPLSKRFLYGTFLSLVSTVLLFICLGAL IMLFVLAVSAPSTGMSTTVSLWFAAETEKAVTKTAPTXDQSKVTATYQEHPSVTPVTVMQTNQAQQATSPQAEEHASVAHQVAAETMPQAEKTGNVI
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TATAAQSE IAQKTDLSKL ITVGIGEAKKAEQDAI

NTDB id 1395 DSB67 RS04445 WP 010649155.1 MKWM.....LTLCLLILAPMSWAETKTKADKY.....................EGIEITVNVNSATAQEIATLLIGIGEKKAQDI 59
NTDB id 1362 HI 1008 AAC22669.1 MKTL..FTSVVLCGALVVSSSFAEEKATXQTAQSV.VTT......QAEAQVAPAVVSDKLNINTATASEIQKSLTGIGAKKAEAI 76
NTDB id 1382 A4U84 RS07375 WP 062924234.1 MKKLSRYTFSLLFG.LFSATTFAEEKVTTST.EHTPVVMQQ.......VAATQKVNANVVNINTATASEIQDKLVGIGAKKAQAI 76
NTDB id 1459 ASU2 RS10590 WP 015674357.1 MKTPSKLGLSLLIG.MLSTGVLAAEKTKPSVTEPTPVVQNAQATSPEHSHAEMTNNANLVNINIATAAEIQDKLVGIGAKKAQAI 84
consensus !!****** **!** *******!**!* ** * **** * * ******!*!*!!!*!!***!*!!!*!!!**!

logo VQEYRNTEEKHNGAKNPFKLSXSTNLVAAEDQLLTDKEVKQSGIGEKATVLDREKNERDCR I IVLFILEQ
NTDB id 1395 DSB67 RS04445 WP 010649155.1 VEYRNEHGPFKTAADLTKVKGIGEATVRKNEDRILL. 95
NTDB id 1362 HI 1008 AAC22669.1 VQYREKHGNFXNAEQLLEVQGIGKATLEKNRDRIIF. 112
NTDB id 1382 A4U84 RS07375 WP 062924234.1 VEYREKNGKFLNVEQLTEVSGIGKATLEKNRDCIVIE 113
NTDB id 1459 ASU2 RS10590 WP 015674357.1 VEYRTKNGAFSSLEQLTDVSGIGKATLDKNRDRILLQ 121
consensus !*!!***! ! ****!**!*!!!*!!**!!*!*!**
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