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NTDB id 1408 DSB67 RS13980 WP 010643500.1 N TLRLIN§VPWNQWLDIILWYKGLDKRYMGNVIL APK ELDIMREMQNLIFNQ N AKARDIAR 1Y
NTDB id 1193 PAKAF RS26665 WP 003161249.1 VPWDQALD LINTKGLDKR WMGNV L AP 396
NTDB id 1009 ACIAD RS15175 WP 004923730.1 NITL LIDVPWDQALDIILISTKFLDKRRIYGNVIfIAPYEELMKEEENINESTNEISIL 377
NTDB id 1052 ABD1 RS15850 WP 001017033.1 NITLRLIADVPWDQALDIILIMTKNLDKRRIYGNVIIAPYINELIKINEE 1NN INARNAAL 376
NTDB id 1039 HON27 RS01460 WP 031993779.1 NITLRLIADVPWDQALDIILIMTKNLDKRRYGNVIWIAPYINELIMKINEE 1INENINAENAAL 376
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NTDB id 1284 ACE17W RS12370 WP 010946666.1  KDKQ.N. . . . v v v 434
NTDB id 1257 GC085 RS04855 WP 163621000.1 KDKQ N« o e e oo e e e e e e e 434
NTDB id 1186 GTF74 RS01320 WP 000788426.1 GGEGIV . « v o oot e e e e e 321
NTDB id 1175 A1552VC RS12105 WP 000788426.1 GGEGIIV . .« o oo v eee e et e e e 321
NTDB id 129605 LA59 RS16020 WP 005451505.1  NGEGIIT . « « o oo vv v e e e e e e e e 322
NTDB id 1408 DSB67 RS13980 WP 010643500.1 NGEGIIT . o v v e e e e e e e e e e 322
NTDB id 1193 PAKAF RS26665 WP 003161249.1 QSVTSDGGAEG . « v v e v e e e e e e e 450
NTDB id 1009 ACIAD RS15175 WP 004923730.1 TQGR[JSGTSNSN 448
NTDB id 1052 ABD1 RS15850 WP 001017033.1 TQGSNNSNGLQHTSGGGTSTSTNLNTGVDSLGNNVGEIRNE P Rt QDN 456
NTDB id 1039 HON27 RS01460 WP 031993779.1 TQGSNNSNGLQHTSGGGTSTSTNLNTGVDSLGNNVGEIRKE P/ cHntlQ Q 456
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