
logo MHQQDEHNQPTFFFFDYETWGTVNSPAKDRPSQFAGI
VRTDEMDNFNI IGEPLVI

MYCQRLPPANDYLPASPEAAL ITGITPQKAMNQSEQGLAPEPEF IAKR
NTDB id 129587 LA59 RS10170 WP 050939029.1 MHQDNQPTFFFFDYETWGTSPAKDRPSQFAGIRTDENFNIIGEPLVMYCRPPADYLPSPEAALITGITPQKAMQEGLPEPEFIAK 85
NTDB id 1141 GTF74 RS08270 WP 001183680.1 MQQEHQPTFFFFDYETWGVNPAKDRPSQFAGVRTDMDFNIIGEPLVIYCQLPNDYLPAPEAALITGITPQKANSQGLAEPEFIAR 85
consensus !*!**!!!!!!!!!!!!! !!!!!!!!!!!*!!! !!!!!!!!!*!! *! !!!! !!!!!!!!!!!!!! !!*!!!!!!*

logo IHAELSKTPKNTI
T
N
SLGYNS IRFDDEVTRYTCYRNF IDPYAWSWQHNGNSRWDLLDVLMRACHALRPEGI

VEWPENDDEGFTSFKLEHLSVA
NTDB id 129587 LA59 RS10170 WP 050939029.1 IHAELSKPKTTSLGYNSIRFDDEVTRYTCYRNFIDPYAWSWQNGNSRWDLLDVMRACHALRPEGVEWPENDEGFTSFKLEHLSVA 170
NTDB id 1141 GTF74 RS08270 WP 001183680.1 IHAELSTPNTINLGYNSIRFDDEVTRYTCYRNFIDPYAWSWQHGNSRWDLLDVLRACHALRPEGIEWPENDDGFTSFKLEHLSVA 170
consensus !!!!!! ! ! !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!*!!!!!!!!!!*!!!!!!!!!!*!!!!!!*!!!!!!!!!!!!!

logo NGI EHSNAHDAMADVIATI ELMAKKVKAAQPKLFDYFFSTMRHNKRKLNTEL IVDIVNMQTPLMHVSGMLGRECRHQYTSWIVP I
VAWHPTNNQN

NTDB id 129587 LA59 RS10170 WP 050939029.1 NGIEHSNAHDAMADVIATIEMAKKVKAAQPKLFDYFFSMRNKRKLNELVDIVNMTPLMHVSGMLGRECQYTSWIVPVAWHPTNNN 255
NTDB id 1141 GTF74 RS08270 WP 001183680.1 NGIEHSNAHDAMADVIATIELAKKVKAAQPKLFDYFFTMRHKRKLTELIDIVNQTPLMHVSGMLGRERHYTSWIVPIAWHPTNQN 255
consensus !!!!!!!!!!!!!!!!!!!!*!!!!!!!!!!!!!!!!*!!*!!!! !!*!!!! !!!!!!!!!!!!!**!!!!!!!*!!!!!!*!

logo AVITVI
VDLAGKDPQP I

LLELDSAEETLKQAERLYTKRRYDEDELAGPDELLPVPVKLVHLNKCP I LAPAKTLTAENAEQKVIG IDREQQCLANHNLANLVI
LRQHP

NTDB id 129587 LA59 RS10170 WP 050939029.1 AVITIDLAKDPQPILELSAEELKERLYTKRDEL.GDLLPVPVKLVHLNKCPILAPAKTLTAENAEVIGIDRQQCLNNLALLRQHP 339
NTDB id 1141 GTF74 RS08270 WP 001183680.1 AVIVVDLGKDPQPLLELDAETLQARLYTRYEDLAPDELPVPVKLVHLNKCPILAPAKTLTAENAQKIGIDREQCLAHLNVIRQHP 340
consensus !!! *!!*!!!!!*!!! !! ! !!!!* **!**! !!!!!!!!!!!!!!!!!!!!!!!!!!! !!!!! !!! *! **!!!!

logo E IREKL IVSTLVFS IQEREFENKQESNSDVDSTQLYADGFFSPADRAAMDE I IRETTADPENNLAGASLADI ERFVADDKRI EKPLLFRYRARHYAPGHTLDTDEQTEQRR
NTDB id 129587 LA59 RS10170 WP 050939029.1 EIREKLISLFSIEREFEKSNDVDTQLYDGFFSPADRAAMDIIRETDPNNLAALDIEFDDKRIKPLLFRYRARHYAGTLDEQEQRR 424
NTDB id 1141 GTF74 RS08270 WP 001183680.1 EIREKLVTVFSQEREFNQESDVDSQLYAGFFSPADRAAMEIIRTTAPENLGSLAIRVADKRIEPLLFRYRARHYPHTLTDTEQRR 425
consensus !!!!!!***!! !!!! !!!*!!! !!!!!!!!!!!*!!! ! ! !!* ! ! !!!! !!!!!!!!!!!**!! * !!!!

logo WAAQHCRDEVYFERSNQI
LEEGYML

MNLENLVHEHEQASDEPKKI
MAI LKSVYHRYVEKSLACS

NTDB id 129587 LA59 RS10170 WP 050939029.1 WAQHCREVFESQIEEYMMNLENLVHEHESDEKKIAILKSVYRYVESLAS 473
NTDB id 1141 GTF74 RS08270 WP 001183680.1 WAAHCRDYFERNLEGYMLNLENLVHEHQADPKKMAILKSVYHYVEKLAC 474
consensus !! !!!* !! **! !!*!!!!!!!!! !*!!*!!!!!!!*!!! !!*

X non conserved

X similar

X ≥ 50% conserved


