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MPBEGAAGGTAVGGHNHS HPPARWAG QLERUIZA APIRY ABRRRARNARDESUANBLGER Y Qi T

MPBEGAAGGTAVGGHRS HPDARWAG QLESUIZA AIRY AR RRARDE SYALNRIEIER Y QR I
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N
AT. 397
WT. 397
WT. 395
WT. 395
375

... 373
YER 361

G. 371

G. 369

G. 369

X non conserved
B similar
>50% conserved
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