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NTDB id 1426 RS RS05575 WP 011001070.1 MRALLIGFVAGCMALQTRPALAPVWQPALLGLACLLAMALLRRGARLPRLVPVMAVLAAACAGFGWSDWRAQQRLSVVLAPAWEG 85
NTDB id 129418 LK03 RS20630 WP 038414385.1 MRTWMMALAAGLLSLRFLPVLPAS........GALAALLLVAA.IC...LWRRHAVVACVLLGFCWACWSAQQALVDRLSADLDG 73
NTDB id 1199 PSJM300 12650 AFN78592.1 MRAGMLALAAGLLLLRFLPQLPSF........GWLLALAPVGL.LL...LPFRWRPLAFFLFGLVWACLNAQWALDDRLPVDLDG 73
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NTDB id 1426 RS RS05575 WP 011001070.1 KDIRATGVVAELPEVTEDATRFLFRIESSDAGDAVPPRVRLSWYGLRSWHERQREAEAATDRRAGIPDLQPGQRWQLTLRLKRPH 170
NTDB id 129418 LK03 RS20630 WP 038414385.1 RTLWLEATVIGLPAHTPNGVRFEVEQAQS.RRAALPARLQLSWFSG....................PPVAAGERWRLAVSLKRPQ 137
NTDB id 1199 PSJM300 12650 AFN78592.1 RTFWLEGQVTGLPDRRGDVVRFELEDIHS.RHAGLPSRIRLAWYGG....................PEIRSGERWRLAARLKRPS 137
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NTDB id 1426 RS RS05575 WP 011001070.1 SLMNPGGFDGEYAMLADDVRAAGYVYTGKRARNALMGEADAGSGVGLRVERWRAAVRRHLLAALPEARYAPVIVALVVGDQSGIA 255
NTDB id 129418 LK03 RS20630 WP 038414385.1 GLLNPHGADREATLLARRIGASGTVKAGERLSA..............QSSSWRNALRQRLLGVDA.LGQQALLSALVLGDGSGIS 207
NTDB id 1199 PSJM300 12650 AFN78592.1 GMVNPSAFDYEAWLLARRIGATGTIKAGERIAEA............ASSGAWRDRLRQRLLTVEA.HGRAGAIAALVVGDGSGLS 209
consensus ***!! **! !* *!!****!*!****!*!* * * !! **!**!!**** * **** !!!*!!*!!**

logo

A
Q
T

E
A
Q
DWEQRRVFLVQRRDTGAITSVHLLMVSVI SGLQHVITGLMI

LAGLFLVGYGAVLWVALMALMLWRRSFGLARLWLGRTI
L
P

L
WPLQVRMLPAWQLPRTAWGAACGVALSAFLMS

A
G
AAFLAGYCGLWLAGMFEGQVPAVRQR

NTDB id 1426 RS RS05575 WP 011001070.1 QADWERFRRTGISHLVSISGLHITMIAGLFGALWMALWRRSFGLARWLRTPLPLRMPAQRAGAVAAMAAAFAYCLLAGMGVPAQR 340
NTDB id 129418 LK03 RS20630 WP 038414385.1 AEQWQVVRDTGAVHLLVISGQHIGLLAGLVYGLVAML.......ARLG..LWPVRLPWLTWACVLSLSAALGYGWLAGFQVPVQR 283
NTDB id 1199 PSJM300 12650 AFN78592.1 TADWRVLQDTGTVHLMVISGQHVGMLAGLLYAVVLLL.......ARWG..IWPQRLPWLPWACGLAFAGALGYGWLAGFEVPVRR 285
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NTDB id 1426 RS RS05575 WP 011001070.1 TLLMLATVAVARLADRSVPVSLSLCWAAALVALVDPWAVMSAGGWLSFGAVAVIFLAARIVAADARDDVRRPAWPVRAWRGLRGA 425
NTDB id 129418 LK03 RS20630 WP 038414385.1 ACLMLAVVLVWRLHFRQLPASVPLLLALNGVLLFEPLASLLPGFWLSFGAVATLIYCFAGR..............LGGWRPWQAW 354
NTDB id 1199 PSJM300 12650 AFN78592.1 ACLMVAIVLLWRLRFRHLGVWLPLLIALVGVLMVDPLASLQPGFWLSFVAVALLIWIFRGR..............LGVPSWWRAL 356
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NTDB id 1426 RS RS05575 WP 011001070.1 ARVQLAVTFGLLPLTLLLFQQVSVVSAVANALAIPVVSFVTTPLALMGTALP.EPWSQPVLIWAEASFAWLMPWLDALALPGGSV 509
NTDB id 129418 LK03 RS20630 WP 038414385.1 TRAQWVIAVGLLPLLLALGLPVSLSAPLANLLAVPWVSLVVLPLTLLGTALIWLPGVGEGLLWLAGGALWGLFETLALIAQWRPA 439
NTDB id 1199 PSJM300 12650 AFN78592.1 LYAQWAMALGLLPAMLVLGLPVSLSGPLANLLAVPWISVLVVPLALLGSFLLWVPWLGEALLWLAGGLLAVLFELLALIAGWQPA 441
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NTDB id 1426 RS RS05575 WP 011001070.1 WVAPAAPAWAWGLAVVGVPLLLVPGGYRAWAWRAQGAVLLLPMLLARAPAPPPGEFRMVAFDIGQGAATLVETAGHRLLFDTGPR 594
NTDB id 129418 LK03 RS20630 WP 038414385.1 WLPAALPWSNWLLVALAAWLILLPRGLP...LRVPGALMLLALWPRL.DSVAHGEAEVLQLDVGQGLAVLVRTRHHSLLYDAGPS 520
NTDB id 1199 PSJM300 12650 AFN78592.1 WLASALPLWAWSLVALGTLVLLLPAGVP...LRVLGTLLLAPLLFAPDSRPEQGRAEVWVFDVGQGLSVLVRTRDHALLYDAGPR 523
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NTDB id 1426 RS RS05575 WP 011001070.1 QGDLADAADRVIVPYLRGHGVQAIDTLVVSHEDSDHAGGTETVMAGVPVRTMLASLPPGHGLERQARALGIEPAGCVAGQRWAWD 679
NTDB id 129418 LK03 RS20630 WP 038414385.1 FGEV.DLGEQVVLPTLRKLGVDKLDLLLISHAHADHAGGALAIRRVLPVARVVSGEPTA.......VAPALGAQPCVSDEAWEWD 597
NTDB id 1199 PSJM300 12650 AFN78592.1 YGDF.DIGERVVFPSLRQLGLERLDLMMLSHADSDHAGGALAIQRAMPVGAVLSGEPER.......LPAALDARSCRTGQRWTWN 600
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NTDB id 1426 RS RS05575 WP 011001070.1 GVAFEILYPVQVPSDRAAVSSNARSCVLRIANARYAAMLAGDIGRAQEAALIAAEAPERLMADILLVPHHGSRTSSSGAFLDAVS 764
NTDB id 129418 LK03 RS20630 WP 038414385.1 GVHFSLWQWA......GADSSNERSCVLRVEAAGERLLLAGDIERGAEQAWLA..RPEAAQVDWLQAPHHGSRSSSTGAFLRVLS 674
NTDB id 1199 PSJM300 12650 AFN78592.1 QVNFSVWRWP......QATNGNQASCVLMVEAAGERLLLTGDIDAQAERALVD..GGMEVNARWLLAPHHGSNSSSSAVFLAAVA 677
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NTDB id 1426 RS RS05575 WP 011001070.1 AQVAVFQVGYRNRYGHPHPQVWQRYGARGIERLRTDATGAVVIETRGDALAVRTARSMRPRYWSSALEVAALAETTEPTGAQP 847
NTDB id 129418 LK03 RS20630 WP 038414385.1 PRGVLISRGRGNSFGHPHAQVLARYRHLGMAIHDTALEGALRLRLGRHG..QVSGQRQQRRFWREPVAGSAASP......... 746
NTDB id 1199 PSJM300 12650 AFN78592.1 ADGALISRSSHNAFGHPHPAVLKRLQNAGAELHDTAEHGALSLQLGAFG..GARRMRDEPRFWREK................. 741
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