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NTDB id 129366 LH20 RS03540 WP 053553028.1 MAKAKRQYVCQNCGAVSYRWQGQCADCGEWNTLVEEAAESVFSAKHDLTKG.....GRALALETLNAHSPMPERMLCGIAEFDRA 80
NTDB id 125 BSU 00870 NP 387968.1 MAKTKSKFICQSCGYESPKWMGKCPGCGAWNTMVEEMIKKAPANRRAAFSHSVQTVQKPSPI..TSIETSEEPRVKTQLGEFNRV 83
NTDB id 537 SMSK321 RS07120 WP 080550752.1 MAKKKATFVCQNCGYNSPKYLGRCPNCGSWSSFVEEVEVAEVKNARVSLTGE...KTKPMKL..AEVTSINVNRTKTEMEEFNRV 80
NTDB id 279 KZH43 RS00140 WP 074017595.1 MAKKKATFVCQNCGYNSPKYLGRCPNCGSWSSFVEEVEVAEVKNARVSLTGE...KTKPMKL..AEVTSINVNRTKTEMEEFNRV 80
NTDB id 238 SPD RS00140 WP 074017595.1 MAKKKATFVCQNCGYNSPKYLGRCPNCGSWSSFVEEVEVAEVKNARVSLTGE...KTKPMKL..AEVTSINVNRTKTEMEEFNRV 80
NTDB id 204 SPR RS00140 WP 074017595.1 MAKKKATFVCQNCGYNSPKYLGRCPNCGSWSSFVEEVEVAEVKNARVSLTGE...KTKPMKL..AEVTSINVNRTKTEMEEFNRV 80
NTDB id 169 SP RS00155 WP 074017595.1 MAKKKATFVCQNCGYNSPKYLGRCPNCGSWSSFVEEVEVAEVKNARVSLTGE...KTKPMKL..AEVTSINVNRTKTEMEEFNRV 80
NTDB id 509 SM12261 RS00130 WP 078228442.1 MAKKKATFVCQNCGYNSPKYLGRCPNCGSWSSFVEEVEVAEVKNARVSLTGE...KTKPMKL..AEVTSINVNRTKTEMEEFNRV 80
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NTDB id 129366 LH20 RS03540 WP 053553028.1 LGGGFVAGSATLIGGDPGIGKSTLLLQAAGRLARAGRTVVYISGEEAAAQVRLRAQRLGLGDAPVALASATSVRDILATLDRQTA 165
NTDB id 125 BSU 00870 NP 387968.1 LGGGVVKGSLVLIGGDPGIGKSTLLLQVSAQLSGSSNSVLYISGEESVKQTKLRADRLGINNPSLHVLSETDMEYISSAIQEMNP 168
NTDB id 537 SMSK321 RS07120 WP 080550752.1 LGGGVVPGSLVLIGGDPGIGKSTLLLQVSTQLSQV.GTVLYVSGEESAQQIKLRAERLGDIDSEFYLYAETNMQSVRAEVERIQP 164
NTDB id 279 KZH43 RS00140 WP 074017595.1 LGGGVVPGSLVLIGGDPGIGKSTLLLQVSTQLSQV.GTVLYVSGEESAQQIKLRAERLGDIDSEFYLYAETNMQSVRAEVERIQP 164
NTDB id 238 SPD RS00140 WP 074017595.1 LGGGVVPGSLVLIGGDPGIGKSTLLLQVSTQLSQV.GTVLYVSGEESAQQIKLRAERLGDIDSEFYLYAETNMQSVRAEVERIQP 164
NTDB id 204 SPR RS00140 WP 074017595.1 LGGGVVPGSLVLIGGDPGIGKSTLLLQVSTQLSQV.GTVLYVSGEESAQQIKLRAERLGDIDSEFYLYAETNMQSVRAEVERIQP 164
NTDB id 169 SP RS00155 WP 074017595.1 LGGGVVPGSLVLIGGDPGIGKSTLLLQVSTQLSQV.GTVLYVSGEESAQQIKLRAERLGDIDSEFYLYAETNMQSVRAEVERIQP 164
NTDB id 509 SM12261 RS00130 WP 078228442.1 LGGGVVPGSLVLIGGDPGIGKSTLLLQVSTQLSQV.GTVLYVSGEESAQQIKLRAERLGDIDSEFYLYAETNMQSVRTEVERIQP 164
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NTDB id 129366 LH20 RS03540 WP 053553028.1 DFVVIDSIQTMHSDLIDSAPGTVSQVRASAQELIRYAKDSGAAIVLVGHVTKDGTIAGPRVLEHMVDTVLSFEGERSHLYRILRA 250
NTDB id 125 BSU 00870 NP 387968.1 SFVVVDSIQTVYQSDITSAPGSVSQVRECTAELMKIAKTKGIPIFIVGHVTKEGSIAGPRLLEHMVDTVLYFEGERHHTFRILRA 253
NTDB id 537 SMSK321 RS07120 WP 080550752.1 DFLIIDSIQTIMSPEISGVQGSVSQVREVTAELMQLAKTNNIAIFIVGHVTKEGTLAGPRMLEHMVDTVLYFEGERHHTFRILRA 249
NTDB id 279 KZH43 RS00140 WP 074017595.1 DFLIIDSIQTIMSPEISGVQGSVSQVREVTAELMQLAKTNNIAIFIVGHVTKEGTLAGPRMLEHMVDTVLYFEGERHHTFRILRA 249
NTDB id 238 SPD RS00140 WP 074017595.1 DFLIIDSIQTIMSPEISGVQGSVSQVREVTAELMQLAKTNNIAIFIVGHVTKEGTLAGPRMLEHMVDTVLYFEGERHHTFRILRA 249
NTDB id 204 SPR RS00140 WP 074017595.1 DFLIIDSIQTIMSPEISGVQGSVSQVREVTAELMQLAKTNNIAIFIVGHVTKEGTLAGPRMLEHMVDTVLYFEGERHHTFRILRA 249
NTDB id 169 SP RS00155 WP 074017595.1 DFLIIDSIQTIMSPEISGVQGSVSQVREVTAELMQLAKTNNIAIFIVGHVTKEGTLAGPRMLEHMVDTVLYFEGERHHTFRILRA 249
NTDB id 509 SM12261 RS00130 WP 078228442.1 DFLIIDSIQTIMSPEISGVQGSVSQVREVTAELMQLAKTNNIAIFIVGHVTKEGTLAGPRMLEHMVDTVLYFEGERHHTFRILRA 249
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NTDB id 129366 LH20 RS03540 WP 053553028.1 VKNRFGGTDEIGVFAMGEEGLGEVANPSSLFLTDRSRDVPGSVVFPALEGTRPVLVEVQALTVRLASGATPRRAVVGWDSGRLAM 335
NTDB id 125 BSU 00870 NP 387968.1 VKNRFGSTNEMGIFEMREEGLTEVLNPSEIFLEERSAGSAGSSITASMEGTRPILVEIQALISPTSF.GNPRRMATGIDHNRVSL 337
NTDB id 537 SMSK321 RS07120 WP 080550752.1 VKNRFGSTNEIGIFEMQSGGLVEVLNPSQVFLEERLDGATGSSIVVTMEGTRPILAEVQALVTPTMF.GNAKRTTTGLDFNRASL 333
NTDB id 279 KZH43 RS00140 WP 074017595.1 VKNRFGSTNEIGIFEMQSGGLVEVLNPSQVFLEERLDGATGSSIVVTMEGTRPILAEVQALVTPTMF.GNAKRTTTGLDFNRASL 333
NTDB id 238 SPD RS00140 WP 074017595.1 VKNRFGSTNEIGIFEMQSGGLVEVLNPSQVFLEERLDGATGSSIVVTMEGTRPILAEVQALVTPTMF.GNAKRTTTGLDFNRASL 333
NTDB id 204 SPR RS00140 WP 074017595.1 VKNRFGSTNEIGIFEMQSGGLVEVLNPSQVFLEERLDGATGSSIVVTMEGTRPILAEVQALVTPTMF.GNAKRTTTGLDFNRASL 333
NTDB id 169 SP RS00155 WP 074017595.1 VKNRFGSTNEIGIFEMQSGGLVEVLNPSQVFLEERLDGATGSSIVVTMEGTRPILAEVQALVTPTMF.GNAKRTTTGLDFNRASL 333
NTDB id 509 SM12261 RS00130 WP 078228442.1 VKNRFGSTNEIGIFEMQSGGLVEVLNPSQVFLEERLDGATGSSIVVTMEGTRPILAEVQALVTPTMF.GNAKRTTTGLDFNRASL 333
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NTDB id 129366 LH20 RS03540 WP 053553028.1 VLAVLEARCGLQMGSAEVYLNIAGGYRLTDPAADLAVAAALISAFSDRPVPADAIVFGELSLSGEVRPVAHDALRLREAAKLGFS 420
NTDB id 125 BSU 00870 NP 387968.1 LMAVLEKRVGLLLQNQDAYLKVAGGVKLDEPAIDLAIVISIASSFRDTPPNPADCFIGEVGLTGEVRRVSRIEQRVKEAAKLGFK 422
NTDB id 537 SMSK321 RS07120 WP 080550752.1 IMAVLEKRAGLLLQNQDAYLKSAGGVKLDEPAIDLAVAVAIASSYKDKPTNPQECFVGELGLTGEIRRVNRIEQRINEAAKLGFT 418
NTDB id 279 KZH43 RS00140 WP 074017595.1 IMAVLEKRAGLLLQNQDAYLKSAGGVKLDEPAIDLAVAVAIASSYKDKPTNPQECFVGELGLTGEIRRVNRIEQRINEAAKLGFT 418
NTDB id 238 SPD RS00140 WP 074017595.1 IMAVLEKRAGLLLQNQDAYLKSAGGVKLDEPAIDLAVAVAIASSYKDKPTNPQECFVGELGLTGEIRRVNRIEQRINEAAKLGFT 418
NTDB id 204 SPR RS00140 WP 074017595.1 IMAVLEKRAGLLLQNQDAYLKSAGGVKLDEPAIDLAVAVAIASSYKDKPTNPQECFVGELGLTGEIRRVNRIEQRINEAAKLGFT 418
NTDB id 169 SP RS00155 WP 074017595.1 IMAVLEKRAGLLLQNQDAYLKSAGGVKLDEPAIDLAVAVAIASSYKDKPTNPQECFVGELGLTGEIRRVNRIEQRINEAAKLGFT 418
NTDB id 509 SM12261 RS00130 WP 078228442.1 IMAVLEKRAGLLLQNQDAYLKSAGGVKLDEPAIDLAVAVAIASSYKDKPTNPQECFVGELGLTGEIRRVNRIEQRINEAAKLGFT 418
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NTDB id 129366 LH20 RS03540 WP 053553028.1 RGWGPEG....MKGVGGISVTGFARLGELVDLMLGRD 453
NTDB id 125 BSU 00870 NP 387968.1 RMIIPAANLDGWTKPKGIEVIGVANVAEALRTSLGG. 458
NTDB id 537 SMSK321 RS07120 WP 080550752.1 KIYVPKNSLTGITPPMEIQVIGVTTIQEVLKKVFA.. 453
NTDB id 279 KZH43 RS00140 WP 074017595.1 KIYVPKNSLTGITLPKEIQVIGVTTIQEVLKKVFA.. 453
NTDB id 238 SPD RS00140 WP 074017595.1 KIYVPKNSLTGITLPKEIQVIGVTTIQEVLKKVFA.. 453
NTDB id 204 SPR RS00140 WP 074017595.1 KIYVPKNSLTGITLPKEIQVIGVTTIQEVLKKVFA.. 453
NTDB id 169 SP RS00155 WP 074017595.1 KIYVPKNSLTGITLPKEIQVIGVTTIQEVLKKVFA.. 453
NTDB id 509 SM12261 RS00130 WP 078228442.1 KIYVPKNSLTGITPPKEIQVIGVTTIQEVLKKVFA.. 453
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