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NTDB id 1445 BW25113 RS17035 WP 000228551.1 .MVDTEIWLRLMSISSLYGDDMVRIAHWVAKQSHIDAVVLQQ...TGLTLRQAQRFLSFPRKSIESSLCWLEQPNHHLIP 76
NTDB id 626 LCA RS04960 WP 011374694.1 MLTKNQLLLKVHLAAGFGTISELRLAAWLSTSHNWALSALEIAQIARLPERYWPTFQASFQSTTLQRQCIDHEVRTTYLT 80
NTDB id 599 KW2 RS05940 WP 021037268.1 .MITNFDLFRWK.KAGMTNLGVNKLLKFFRK.YDRKISLRQMGQVAQV..KSIPNFIEQYKNQDV.KKLRADYKKFSSFS 74
NTDB id 407 SMU RS04605 WP 002262865.1 ..MDNFQLFKLK.KAGLTNLNILNIIDYEER.TQKSLSLRDMAVVSKN..KKPLIFMEHYKNLDS.KALRKEFNRFPSLS 73
NTDB id 525 SMSK321 RS06295 WP 000705298.1 MKITNYEIYKLK.KSGLTNQQILKVLEYGEN.VDQELLLGDIADISGC..RNPAVFMERYFQIDD.AHLEKEFKKIPSFS 75
NTDB id 267 KZH43 RS05590 WP 000705306.1 MKITNYEIYKLK.KSGLTNQQILKVLEYGEN.VDQELLLGDIADISGC..RNPAVFMERYFQIDD.AHLSKEFQKFPSFS 75
NTDB id 226 SPD RS05990 WP 000705306.1 MKITNYEIYKLK.KSGLTNQQILKVLEYGEN.VDQELLLGDIADISGC..RNPAVFMERYFQIDD.AHLSKEFQKFPSFS 75
NTDB id 192 SPR RS05715 WP 000705306.1 MKITNYEIYKLK.KSGLTNQQILKVLEYGEN.VDQELLLGDIADISGC..RNPAVFMERYFQIDD.AHLSKEFQKFPSFS 75
NTDB id 157 SP RS06205 WP 000705306.1 MKITNYEIYKLK.KSGLTNQQILKVLEYGEN.VDQELLLGDIADISGC..RNPAVFMERYFQIDD.AHLSKEFQKFPSFS 75
NTDB id 497 SM12261 RS05565 WP 000705318.1 MKITNYEIYKLK.KSGLTNQQVLAVLEYGEN.VDQELLLGDIAEISGC..RNPAVFMERYFQIDD.AHLEKEFQKFPSFS 75
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NTDB id 1445 BW25113 RS17035 WP 000228551.1 ADSEFYPPQLLATTDYPGALFVEGELHALHSFQLAVVGSRAHSWYGERWGRLFCETLATRGVTITSGLARGIDGVAHKAA 156
NTDB id 626 LCA RS04960 WP 011374694.1 ILDKDYPQRLLETYLPPVLLFYRGDLRLLKQPCLAVVGARQATHYSKQSLEQLLQGL.TA.TTIISGLAQGADAMAHEVA 158
NTDB id 599 KW2 RS05940 WP 021037268.1 ILDDLYPERLREIYNPPVLIFYQGNIDLLKNPKLAFVGSRLAGQSGIKSVQKIVTEL.NQSFTIVSGLAKGIDTASHLSA 153
NTDB id 407 SMU RS04605 WP 002262865.1 ILDKEYPLELKNIYNPPVLLFYQGDLDLLARPKLAVVGSRNASQMGVAAVKKIIQDL.SKQFVIISGLARGIDTAAHLAS 152
NTDB id 525 SMSK321 RS06295 WP 000705298.1 ILDDCYPWDLSEIYDAPVLLFYKGNLDLLKFPKVAVVGSRSCSKQGAKSVEKIIQGL.ENELVIVSGLAKGIDTAAHMAA 154
NTDB id 267 KZH43 RS05590 WP 000705306.1 ILDDCYPWDLSEIYDAPVLLFYKGNLDLLKFPKVAVVGSRACSKQGAKSVEKVIQGL.ENELVIVSGLAKGIDTAAHMAA 154
NTDB id 226 SPD RS05990 WP 000705306.1 ILDDCYPWDLSEIYDAPVLLFYKGNLDLLKFPKVAVVGSRACSKQGAKSVEKVIQGL.ENELVIVSGLAKGIDTAAHMAA 154
NTDB id 192 SPR RS05715 WP 000705306.1 ILDDCYPWDLSEIYDAPVLLFYKGNLDLLKFPKVAVVGSRACSKQGAKSVEKVIQGL.ENELVIVSGLAKGIDTAAHMAA 154
NTDB id 157 SP RS06205 WP 000705306.1 ILDDCYPWDLSEIYDAPVLLFYKGNLDLLKFPKVAVVGSRACSKQGAKSVEKVIQGL.ENELVIVSGLAKGIDTAAHMAA 154
NTDB id 497 SM12261 RS05565 WP 000705318.1 ILDDCYPWDLSEIYDAPVLLFYKGNLDLLKFPKVAVVGSRACSKQGAKSVEKVIQGL.ENELVIVSGLAKGIDTAAHMAA 154
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NTDB id 1445 BW25113 RS17035 WP 000228551.1 LQVNGVSIAVLGNGLNTIHPRRHARLAASLLEQGGALVSEFPLDVPPLAYNFPRRNRIISGLSKGVLVVEAALRSGSLVT 236
NTDB id 626 LCA RS04960 WP 011374694.1 LQRGLAPIGVIGTGINCSYPPQNEHLQQV.VAEKGLLLSEYALGTPARRYQFPARNKIIAGLCHSLIVTEARHKSGSLIT 237
NTDB id 599 KW2 RS05940 WP 021037268.1 IKTKTPTIAVIGTGLDIFYPLENRKIQEY.LAKYQLVLSEYSLGEKPLKYHFPERNRIIAGLSRGVVVVEAKLRSGSLIT 232
NTDB id 407 SMU RS04605 WP 002262865.1 LKSGGATIAVIGTGLDVHYPKENRRLQDY.IAKNHLLLSEYEAQSQPLKYHFPERNRIIAGLSQGVMVAEAKIRSGSLIT 231
NTDB id 525 SMSK321 RS06295 WP 000705298.1 LQNGGKTIAVIGTGLDVFYPKANKRLQDY.ISNDHLVLSEYGPGEQPLKFHFPARNRIIAGLCRGVIVAEAKMRSGSLIT 233
NTDB id 267 KZH43 RS05590 WP 000705306.1 LQNGGKTIAVIGTGLDVFYPKANKRLQDY.IGNDHLVLSEYGPGEQPLKFHFPARNRIIAGLCRGVIVAEAKMRSGSLIT 233
NTDB id 226 SPD RS05990 WP 000705306.1 LQNGGKTIAVIGTGLDVFYPKANKRLQDY.IGNDHLVLSEYGPGEQPLKFHFPARNRIIAGLCRGVIVAEAKMRSGSLIT 233
NTDB id 192 SPR RS05715 WP 000705306.1 LQNGGKTIAVIGTGLDVFYPKANKRLQDY.IGNDHLVLSEYGPGEQPLKFHFPARNRIIAGLCRGVIVAEAKMRSGSLIT 233
NTDB id 157 SP RS06205 WP 000705306.1 LQNGGKTIAVIGTGLDVFYPKANKRLQDY.IGNDHLVLSEYGPGEQPLKFHFPARNRIIAGLCRGVIVAEAKMRSGSLIT 233
NTDB id 497 SM12261 RS05565 WP 000705318.1 LQNGGKTIAVIGTGLDVFYPKANKRLQDY.IGNDHLVLSEYGPGEQPLKFHFPARNRIIAGLCRGVIVAEAKMRSGSLIT 233
consensus *******!*!*!*!*****!********* ********!!***********!!*!!*!!*!!*****!*!!***!!!!*!



logo

A
C
N
R
E
C
L
RALMQEAQENGRENDI

V
Y
F
V
A
L
V
IPGPRNS IADGLNQDPSGGQTLSQEDGPCNHQWHL IAKQAQEGAI

T
K
C
P
L
I
L
V
L
Y
T
D
E
Q
S
A
K
P
G
E
F
N

Q
E
I
D
L
I
V
I
L
N
E
A
N
E
Y
L
F
L
N
Q
R
E
Y
F
F
G
N

D
L
HWLPDAPENSFYSPDQQDVALPFPELLAN

NTDB id 1445 BW25113 RS17035 WP 000228551.1 ARCALEQGREVFALPGPIGNPGSEGPHWLIKQGAILVTEPEEILENLQFGLHWLPDAPENSFYSPDQQDVALPFPELLAN 316
NTDB id 626 LCA RS04960 WP 011374694.1 ANLALQANRNVYAIPGRIDQSLSQGCNQLIAAGATPLLDKNILIEELRYFD............................. 288
NTDB id 599 KW2 RS05940 WP 021037268.1 CERALEEGRDIFAIPGNIADGTSDGCNHLIQQGAKLVYQAQDILEEYLYN.............................. 282
NTDB id 407 SMU RS04605 WP 002262865.1 CERAMEEGRDVFVVPGNILDGQSEGCHHLIQEGAKCITSGFDILNEFNF............................... 280
NTDB id 525 SMSK321 RS06295 WP 000705298.1 CERAMEEGRDVFAIPGSILDGLSDGCHHLIQEGAKLVTSGQDVLAEFEF............................... 282
NTDB id 267 KZH43 RS05590 WP 000705306.1 CERAMEEGRDVFAIPGSILDGLSDGCHHLIQEGAKLVTSGQDVLAEFEF............................... 282
NTDB id 226 SPD RS05990 WP 000705306.1 CERAMEEGRDVFAIPGSILDGLSDGCHHLIQEGAKLVTSGQDVLAEFEF............................... 282
NTDB id 192 SPR RS05715 WP 000705306.1 CERAMEEGRDVFAIPGSILDGLSDGCHHLIQEGAKLVTSGQDVLAEFEF............................... 282
NTDB id 157 SP RS06205 WP 000705306.1 CERAMEEGRDVFAIPGSILDGLSDGCHHLIQEGAKLVTSGQDVLAEFEF............................... 282
NTDB id 497 SM12261 RS05565 WP 000705318.1 CERAMEEGRDVFAIPGSILDGLSDGCHHLIQEGAKLVTSGQDVLAEFEF............................... 282
consensus ***!****!*****!!*!****!*!***!!**!!***************

logo

VGDEVTPVDVVAERAGQPVPEVVTQLLELELAGWIAAVPGGYVRLRRACHVRRTNVFV

NTDB id 1445 BW25113 RS17035 WP 000228551.1 VGDEVTPVDVVAERAGQPVPEVVTQLLELELAGWIAAVPGGYVRLRRACHVRRTNVFV 374
NTDB id 626 LCA RS04960 WP 011374694.1 .......................................................... 288
NTDB id 599 KW2 RS05940 WP 021037268.1 .......................................................... 282
NTDB id 407 SMU RS04605 WP 002262865.1 .......................................................... 280
NTDB id 525 SMSK321 RS06295 WP 000705298.1 .......................................................... 282
NTDB id 267 KZH43 RS05590 WP 000705306.1 .......................................................... 282
NTDB id 226 SPD RS05990 WP 000705306.1 .......................................................... 282
NTDB id 192 SPR RS05715 WP 000705306.1 .......................................................... 282
NTDB id 157 SP RS06205 WP 000705306.1 .......................................................... 282
NTDB id 497 SM12261 RS05565 WP 000705318.1 .......................................................... 282
consensus

X non conserved

X similar

X ≥ 50% conserved


