
logo MKDSLVSTFYKLR IHYKSQEYLASSTLGKTI EGCYRPSLFGGSYSLTVDEDGTVVFAMVASDKGELYLRACEQCSADQYCFSVKQHKPSPSSVPWLMTYKRKCRGLRPSVATLN
NTDB id 129342 JT31 RS04790 WP 038473931.1 MKDVTFLRIHKSQEYLSSLGKIGCRPLFGGYSLTVEGVVFAMVAKGELYLRACEQCADYFSQKSSSPLMYRKRGLPVALN 80
NTDB id 1428 BW25113 RS04975 WP 000839153.1 MKSLSYKRIYKSQEYLATLGTIEYRSLFGSYSLTVDDTVFAMVSDGELYLRACEQSAQYCVKHPPVWLTYKKCGRSVTLN 80
consensus !! *** !!*!!!!!! *!! ! *!*!!! !!!!!* !!!!! !!!!!!!!!!*! !* *** *! !*!*! *! !!
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NTDB id 129342 JT31 RS04790 WP 038473931.1 YYHVDEELWDNPDKLVELSILALRNAQREKTQIKIRSRRLKDLPNLSLNIEVMLCEVGIKDPQTLQLFGAKRSWLKIRST 160
NTDB id 1428 BW25113 RS04975 WP 000839153.1 YYRVDESLWRNQLKLVRLSKYSLDAALKEKSTR.NTRERLKDLPNMSFHLEAILGEVGIKDVRALRILGAKMCWLRLRQQ 159
consensus !!*!!! !! !* !!! !! ! ! *!!* * !!!!!!!*! **! *!*!!!!!!* ! * !!! *!!**!
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NTDB id 129342 JT31 RS04790 WP 038473931.1 RATVGIKVLLALAGAIQGVHEAVLPLEVRNELTEWWRRYEQRQPSYSEH. 209
NTDB id 1428 BW25113 RS04975 WP 000839153.1 NSLVTEKILFMLEGAIIGIHEAALPVARRQELAEWADSLTPKQEFPAELE 209
consensus ! !*! ! !!! !*!!! !!* !*!! !! **!* * !**
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