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NTDB id 129260 KS03 RS20175 WP 012734693.1 PGEVAQTEGVVYDNEITYRPRRQLLVKLRDDDGAELVLRFLNFYGSQVKQMAVGQRLRVRGDIRGGFFGLEIVHPAVRVV 240
NTDB id 1428 BW25113 RS04975 WP 000839153.1 ..................................MKSLSYKRIYKSQEYLATLGTI.EYRS.L.FGSYSLTVDDTVFAMV 43
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VDENASLAWRNTPQLKPELLVRLLSKPPYESLVADAALYKLEKSTRNTREQRLPKLDG
NTDB id 129260 KS03 RS20175 WP 012734693.1 ..........DENTPLAQALTPVYPSTA..G..VSQAYLRKAIDNALARTPLPEL..LPPEVAAAYL.........QPLG 295
NTDB id 1428 BW25113 RS04975 WP 000839153.1 SDGELYLRACEQSAQYCVKHPPVWLTYKKCGRSVTLNYYR..VDESLWRNQLKLVRLSKYSLDAALKEKSTRNTRERLKD 121
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NTDB id 129260 KS03 RS20175 WP 012734693.1 VPTLADAV.RQLHHPAVDDDETALIDGTHPAWIRIKFDELLAQQLSLKRAHEERRTRAAPAMPRRAPADAGSLAARLLAA 374
NTDB id 1428 BW25113 RS04975 WP 000839153.1 LPNMSFHLEAILGEVGIKDVRALRILGAKMCWLRLRQQNSLVTEKI.................................. 167
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LPFALTGAQARVVDE I SHDLTQPHPMQRLLQGDVGSGKTVVAALAAAQAIDAGYQAALMAPTE I LAEQHARKLRGWLEPL
NTDB id 129260 KS03 RS20175 WP 012734693.1 LPFALTGAQARVVDEISHDLTQPHPMQRLLQGDVGSGKTVVAALAAAQAIDAGYQAALMAPTEILAEQHARKLRGWLEPL 454
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GVTVAWLAGSLKAKDKRAAI EAAALGTAQLVIGTHAI IQDSVEFARLGLVIVDEQHRFGVAQRLALRAKAGGPAGFQPHQ
NTDB id 129260 KS03 RS20175 WP 012734693.1 GVTVAWLAGSLKAKDKRAAIEAAALGTAQLVIGTHAIIQDSVEFARLGLVIVDEQHRFGVAQRLALRAKAGGPAGFQPHQ 534
NTDB id 1428 BW25113 RS04975 WP 000839153.1 ................................................................................ 167
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LMMSATP IPRTLAMTYYADLEVSTIDELPPGRSP IVTKLVGDARREEVIARVRDAALGGRQVYWVCPL I EESETLQLQTA
NTDB id 129260 KS03 RS20175 WP 012734693.1 LMMSATPIPRTLAMTYYADLEVSTIDELPPGRSPIVTKLVGDARREEVIARVRDAALGGRQVYWVCPLIEESETLQLQTA 614
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NTDB id 129260 KS03 RS20175 WP 012734693.1 VETYETLVAALPGIQVGLVHGRLAPAEKAAVMEAFSRNEVQLLVATTVIEVGVDVPNASLMVIEHAERFGLAQLHQLRGR 694
NTDB id 1428 BW25113 RS04975 WP 000839153.1 .......LFMLEGAIIGIH............................................................. 179
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VGRGTAASACVLMYSGPLS IAGRERLKTMRETNDGFE IARRDLE IRGPGEFLGARQSGAAMLRFADLERDGWL I EPAREA
NTDB id 129260 KS03 RS20175 WP 012734693.1 VGRGTAASACVLMYSGPLSIAGRERLKTMRETNDGFEIARRDLEIRGPGEFLGARQSGAAMLRFADLERDGWLIEPAREA 774
NTDB id 1428 BW25113 RS04975 WP 000839153.1 ................................................................................ 179
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NTDB id 129260 KS03 RS20175 WP 012734693.1 AGVLIARYPDVVTQHLARWLGAREQ...FLKA.. 803
NTDB id 1428 BW25113 RS04975 WP 000839153.1 ....EAALPVARRQELAEWADSLTPKQEFPAELE 209
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