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MKHAMSYKAQMNQRMKAKMVRQRQHQKGFTL I ELMIVVAVI IGVI LAAAIALYIPSAQYQDNYKTVATVIKKRVASENRAAGRIVSAGTADESVVAGQLSTASTELNLAVI IKNDTRPSAGVAL ISKI
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NTDB id 1007 ACIAD RS15000 WP 004923844.1 .....MRVRHGFTLIELMIVVAIIGILAAIAYPSYQNYKIRVNRSDVQSELIRVSQQLQSYKMVNHGYANASLAGLGNAA 75
NTDB id 1258 GCO85 RS09745 WP 014844212.1 ......MRQKGFTLIELMIVVAIIGILAAIAIPAYQDYTIRARVTEGLTLADSAKLAVSETAITNNAL.PATQAAT.... 69
NTDB id 1274 LPP RS09530 WP 011214168.1 ......MRQKGFTLIELMIVVAIIGILAAIAIPAYQDYTIRARVTEGLTLADSAKLAVSETAITNNAL.PATQAAT.... 69
NTDB id 1160 ABDM36 RS02330 WP 000649326.1 MKAYKNKQQKGFTLIELMIVVAVIGVLAAIAIPQYQNYVKKSAIGVGLANITALKTNIEDYIATEGSF.PATTAGT..AA 77
NTDB id 1167 A1552VC RS11065 WP 000649326.1 MKAYKNKQQKGFTLIELMIVVAVIGVLAAIAIPQYQNYVKKSAIGVGLANITALKTNIEDYIATEGSF.PATTAGT..AA 77
NTDB id 1184 GTF74 RS02335 WP 000649326.1 MKAYKNKQQKGFTLIELMIVVAVIGVLAAIAIPQYQNYVKKSAIGVGLANITALKTNIEDYIATEGSF.PATTAGT..AA 77
NTDB id 1292 VP RS12235 WP 005479693.1 MKHSKQKKQQGFTLIELMIVVAIIGVLAAAAIPAYQNYVTRSEVTSGLATVKALITPAELHYQENGIA.........AAA 71
NTDB id 1192 PAKAF RS23870 WP 024947914.1 .....MKAQKGFTLIELMIVVAIIGILAAIAIPQYQNYVARSEGASALASVNPLKTTVEEALSRGWSV.KSGTGTEDATK 74
NTDB id 1197 PSJM300 03940 AFN76866.1 ...MKAQMQKGFTLIELMIVVAIIGILAAIALPAYQDYTVRSNAAAALAEITPGKIGFEQAINEGKTP.SLTSTD..... 71
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NTDB id 1007 ACIAD RS15000 WP 004923844.1 SYPVTGTAFYTLNLAVDSDNQGYVLTA........TPISSTMQA.......GNGIICLNQD.GQKFWSKAA......... 130
NTDB id 1258 GCO85 RS09745 WP 014844212.1 .........GYVSPAAT.PNVQSIAI...GANG.VITITYTAAAGGGTI.IMTPTL...QANGDVTWTCTGGTLLAKYRP 131
NTDB id 1274 LPP RS09530 WP 011214168.1 .........GYVSPAAT.PNVASIAI...GANG.VITITYTAAAGGGTI.VMTPTL...QANGDVTWTCTGGTLLAKYRP 131
NTDB id 1160 ABDM36 RS02330 WP 000649326.1 G.......FTRLGTVED.MGDGKIVIAPTASGALGGTIKYTFDAG....VVSSSKIQLARD.ANGLWTCST.TVTSEIAP 143
NTDB id 1167 A1552VC RS11065 WP 000649326.1 G.......FTRLGTVED.MGDGKIVIAPTASGALGGTIKYTFDAG....VVSSSKIQLARD.ANGLWTCST.TVTSEIAP 143
NTDB id 1184 GTF74 RS02335 WP 000649326.1 G.......FTRLGTVED.MGDGKIVIAPTASGALGGTIKYTFDAG....VVSSSKIQLARD.ANGLWTCST.TVTSEIAP 143
NTDB id 1292 VP RS12235 WP 005479693.1 T.......LAQLGVDVAANDLGAIDSA..LAGG.SPTLTFTFD...ADSSIDGGILTFTRDA.ATGWSCLP.TAPAI.AV 135
NTDB id 1192 PAKAF RS23870 WP 024947914.1 K.......EVPLGVAADANKLGTIALKPDPADG.TADITLTFTMGGAGPKNKGKIITLTRTAADGLWKCTS.DQDEQFIP 145
NTDB id 1197 PSJM300 03940 AFN76866.1 ........EGYIGITDS.TSYCDVDLD.TAADG.HI...ECTAKGGNAGKFDGKTITLNR.TADGEWSCAS.TLDAKYKP 135
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NTDB id 1007 ACIAD RS15000 WP 004923844.1 TACSLSSNSTWDGR 144
NTDB id 1258 GCO85 RS09745 WP 014844212.1 ASCRP......... 136
NTDB id 1274 LPP RS09530 WP 011214168.1 ASCRP......... 136
NTDB id 1160 ABDM36 RS02330 WP 000649326.1 KGCTAGATIN.... 153
NTDB id 1167 A1552VC RS11065 WP 000649326.1 KGCTAGATIN.... 153
NTDB id 1184 GTF74 RS02335 WP 000649326.1 KGCTAGATIN.... 153
NTDB id 1292 VP RS12235 WP 005479693.1 DGCS.......... 139
NTDB id 1192 PAKAF RS23870 WP 024947914.1 KGCSK......... 150
NTDB id 1197 PSJM300 03940 AFN76866.1 GKCS.......... 139
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