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logo éR AT YBFLUFRH \/AR H.FA.H.K KT KK FV\.F \.FS AFS\.AAVN
LYPEK /SGVAGCRHPYCVRSCLRIINVLKLWD
NTDB id 129151 LC14 RS09690 WP 011798959.1 MLYPEKMSGMAGRHPYGVRSGLRUNELKLWD I aRMT)HFIRAAGCINNY YNNI GNINCOIIRARNGINISIo NI VARV EIaln) o
NTDB id 1127 NGFG RS10560 WP 003703428.1 MNPYRFLLIRHIVARCGLLFATLKGKTMKKMFVLFCMLFSCAFSLAAVNINAASQQE|
NTDB id 1126 NGFG RS09375 WP 003703428.1 MMPYRFLLIRHIVARCGLLFATLKGKTMKKMFVLFCMLFSCAFSLAAVNINAASQQE
NTDB id 1125 NGFG RS07215 WP 003703428.1 MMPYRFLLIRHIVARCGLLFATLKGKTMKKMFVLFCMLFSCAFSLAAVNINAASQQE|
NTDB id 1108 NGFG RS06525 WP 003703428.1 NPYRFLLIRHIVARCGLLFATLKGKTMKKMFVLFCMLFSCAFSLAAVNINAASQQE]
consensus ! bt rrrrrrrrrrrrrrrrrrrrrrrrrrrrrrrrrrrrrrrd
logo \.EA\. AKAKA AEYRAQN AFKS\/DDUKVK AV\.AN-KWASV A A K AK v\- A\/KK
Tl A Dl

NTDB
NTDB
NTDB
NTDB
NTDB

id 129151 LC14 RS09690 WP 011798959.1 |RYNALCHNe VO NNV NNV ECANINNATIQACCHN TNV ONOINLEAUCT VY NI N0 A INFADIOY 154
id 1127 NGFG RS10560 WP 003703428.1 LEALPGIGPAKAKATIAEYRAQNGAFKSVDDLIKVKGIGPAVLAKLKDQASVGAPAPKGPAKPVLPAVKK 131
id 1126 NGFG RS09375 WP 003703428.1 LEALPGIGPAKAKATAEYRAQNGAFKSVDDLIKVKGIGPAVLAKLKDQASVGAPAPKGPAKPVLPAVKK 131
id 1125 NGFG RS07215 WP 003703428.1 LEALPGIGPAKAKATAEYRAQNGAFKSVDDLIKVKGIGPAVLAKLKDQASVGAPAPKGPAKPVLPAVKK 131

id 1108 NGFG RS06525 WP 003703428.1 LEALPGIGPAKAKATAEYRAQNGAFKSVDDLIKVKGIGPAVLAKLKDQASVGAPAPKGPAKPVLPAVKK 131
NI T

consensus trrrrrrrrrrrrrrrrrrrrrrrrrrrrrberrrrrrrrrrrrrrrrrrrrrrrrrrrrnd

K non conserved
B similar
>507% conserved



